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<160> 61 

<170> PERL Program 

<210> 1 
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<212> PRT 

<213> Homo sapiens 
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<2 2 1> misc_feature 
<223> Incyte ID No: 132240 



<400> 1 




























Met 


Glu 


Ser 


Pro 


Leu 


Glu 


Ser 


Gin 


Pro 


L^eu 


Asp 


Ser 


Asp 


Arg 


Ser 


1 








5 










10 










15 


He 


Lys 


Glu 


Ser 


Ser 


Phe 


Glu 


Glu 


Ser 


Asa 


He 


Glu 


Asp 


Pro 


Leu 










20 










25 










30 


He 


Val 


Thr 


Pro 


Asp 


Cys 


Gin 


Glu 


Lys 


Thr 


Ser 


Pro 


Lys 


Gly 


Val 










35 










40 










45 


Glu 


Asn 


Pro 


Ala 


Val 


Gin 


Glu 


Ser 


Asn 


Gin 


Dys 


Met 


Leu 


Gly 


Pro 










50 










55 








60 


Pro 


Leu 


Glu 


Val 


Leu 


Lys 


Thr 


Leu 


Ala 


Ser 


Lys 


Arg 


Asn 


Ala 


Val 










65 










70 










75 


Ala 


Phe 


Arg 


Ser 


Phe 


Asn 


Ser 


His 


He 


Asn 


Ala 


Ser 


Asn 


Asn 


Ser 










80 










85 




A^a 






90 


Glu 


Pro 


Ser 


Arg 


Met 


Asn 


Met 


Thr 


Ser 


Leu 


Asp 


Met 


Asp 


He 










95 










100 










105 


Ser 


Cys 


Ala 


Tyr 


Ser 


Gly 


Ser 


Tyr 


Pro 


Met 


Ala 


He 


Thr 


Pro 


Thr 










110 










115 










120 


Gin 


Lys 


Arg 


Arg 


Ser 


Cys 


Met 


Pro 


His 


Gin 


Thr 


Pro 


Asn 


Gin 


He 










125 










130 










135 


Lys 


Ser 


Gly 


Thr 


Pro 


Tyr 


Arg 


Thr 


Pro 


Lys 


Ser 


Val 


Ary 


Arg 


Gly 










140 










145 










150 


Val 


Ala 


Pro 


Val 


Asp 


Asp 


Gly 


Arg 


He 


Leu 


Gly 


Thr 


Pro \Asp 


Tyr 










155 










160 










165 


Leu 


Ala 


Pro 


Glu 


Leu 


Leu 


Leu 


Gly 


Arg 


Ala 


His 


Gly 


Pro 


Aia 


Val 



1 



PF-0565 USN 










170 










175 










180 


Asp Trp 


Trp 


Ala 


Leu 


Gly 


Val 


Cys 


Leu 


Phe 


Glu 


Phe 


Leu 


Thr 


Gly 








185 










190 










195 


lie Pro 


Pro 


Phe 


Asn 


Asp 


Glu 


Thr 


Pro 


Gin 


Gin 


Val 


Phe 


Gin 


Asn 








200 










205 










210 


lie Leu 


Lys 


Arg 


Asp 


He 


Pro 


Trp 


Pro 


Glu 


Gly 


Glu 


Glu 


Lys 


Leu 








215 










220 










225 


Ser Asp 


Asn 


Ala 


Gin 


Ser 


Ala 


Val 


Glu 


He 


Leu 


Leu 


Thr 


He 


Asp 








230 










235 










240 


Asp Thr 


Lys 


Arg 


Ala 


Gly 


Met 


Lys 


Glu 


Leu 


Lys 


Arg 


His 


Pro 


Leu 








245 










250 










255 


Phe Ser 


Asp 


Val 


Asp 


Trp 


Glu 


Asn 


Leu 


Gin 


His 


Gin 


Thr 


Met 


Pro 








260 










265 










270 


Phe lie 


Pro 


Gin 


Pro 


Asp 


Asp 


Glu 


Thr 


Asp 


Thr 


Ser 


Tyr 


Phe 


Glu 








275 










280 










285 


Ala Arg 


Asn 


Thr 


Ala 


Gin 


His 


Leu 


Thr 


Val 


Ser 


Gly 


Phe 


Ser 


Leu 








290 










295 










300 


<210> 2 




























<211> 147 


























<212> PRT 


























<213> Homo 


sapiens 






















<220> 




























<221> misc_ 


feature 






















<223> Incyte ID 


No: 


2180116 


















<400> 2 




























Met Ala 


Ala 


Gin 


Arg 


Leu 


Gly 


Lys 


Arg 


Val 


Leu 


Ser 


Lys 


Leu 


Gin 


1 






5 










10 










15 


Ser Pro 


Ser 


Arg 


Ala 


Arg 


Gly 


Pro 


Gly 


Gly 


Ser 


Pro 


Gly 


Gly 


Met 








20 










25 










30 


Gin Lys 


Arg 


His 


Ala 


Arg 


Val 


Thr 


Val 


Lys 


Tyr 


Asp 


Arg 


Arg 


Glu 








35 










40 










45 


Leu Gin 


Arg 


Arg 


Leu 


Asp 


Val 


Glu 


Lys 


Trp 


He 


Asp 


Gly 


Arg 


Leu 








50 










55 










60 


Glu Glu 


Leu 


Tyr 


Arg 


Gly 


Met 


Glu 


Ala 


Asp 


Met 


Pro 


Asp 


Glu 


He 








65 










70 










75 


Asn lie 


Asp 


Glu 


Leu 


Leu 


Glu 


Leu 


Glu 


Ser 


Glu 


Glu 


Glu 


Arg 


Ser 








80 










85 










90 


Arg Lys 


He 


Gin 


Gly 


Leu 


Leu 


Lys 


Ser 


Cys 


Gly 


Lys 


Pro 


Val 


Glu 








95 










100 










105 


Asp Phe 


He 


Gin 


Glu 


Leu 


Leu 




Lys 


Leu 


m n 

\J J_ 11 




Leu 


nib 


Arg 








110 










115 










120 


Gin Pro 


Gly 


Leu 


Arg 


Gin 


Pro 


Ser 


Pro 


Ser 


His 


Asp 


Gly 


Ser 


Leu 








125 










130 










135 


Ser Pro 


Leu 


Gin 


Asp 


Arg 


Ala 


Arg 


Thr 


Ala 


His 


Pro 














140 










14 J 












<210> 3 




























<211> 431 


























<212> PRT 


























<213> Homo sapiens 






















<220> 




























<221> misc_ 


feature 






















<223> Incyte ID 


No : 


2197671 


















<400> 3 




























Met Ala 


His 


Ser 


Pro 


Val 


Gin 


Ser 


Gly 


Leu 


Pro 


Gly 


Met 


Gin 


Asn 


1 






5 










10 










15 


Leu Lys 


Ala 


Asp 


Pro 


Glu 


Glu 


Leu 


Phe 


Thr 


Lys 


Leu 


Glu 


Lys 


He 








20 










25 










30 


Gly Lys 


Gly 


Ser 


Phe 


Gly 


Glu 


Val 


Phe 


Lys 


Gly 


He 


Asp 


Asn 


Arg 








35 










40 










45 


Thr Gin 


Lys 


Val 


Val 


Ala 


He 


Lys 


He 


He 


Asp 


Leu 


Glu 


Glu 


Ala 



2 



PF-0565 USN 











50 










55 










60 


Glu 


Asp 


Glu 


He 


Glu 
65 


Asp 


He 


Gin 


Gin 


Glu 

70 


He 


Thr 


Val 


Leu 


Ser 
75 


Gin 


Cys 


Asp 


Ser 


Pro 
80 


Tyr 


Val 


Thr 


Lys 


Tyr 
85 


Tyr 


Gly 


Ser 


Tyr 


Leu 
90 


Lys 


Asp 


Thr 


Lys 


Leu 
95 


Trp 


He 


He 


Met 


Glu 
100 


Tyr 


Leu 


Gly 


Gly 


Gly 
105 


Ser 


Ala 


Leu 


Asp 


Leu 
110 


Leu 


Glu 


Pro 


Gly 


Arg 
115 


Leu 


Asp 


Glu 


Thr 


Gin 
120 


He 


Ala 


Thr 


He 


Leu 
125 


Arg 


Glu 


He 


Leu 


Lys 
130 


Gly 


Leu 


Asp 


Tyr 


Leu 
135 


His 


Ser 


Glu 


Lys 


Lys 
140 


He 


His 


Arg 


Asp 


He 
145 


Lys 


Ala 


Ala 


Asn 


Val 

150 


Leu 


Leu 


Ser 


Glu 


His 

155 


Gly 


Glu 


Val 


■Lys 


Leu 
160 


Ala 


Asp 


Phe 


Gly 


Val 
165 


Ala 


Gly 


Gin 


Leu 


Thr 
170 


Asp 


Thr 


Gin 


He 


Lys 
175 


Arg 


Asn 


Thr 


Phe 


Val 

180 


Gly 


Thr 


Pro 


Phe 


Trp 
185 


Met 


Ala 


Pro 


Glu 


Val 
190 


He 


Lys 


Gin 


Ser 


Ala 
195 


Tyr 


Asp 


Ser 


Lys 


Ala 

200 


Asp 


He 


Trp 


Ser 


Leu 

205 


Gly 


He 


Thr 


Ala 


He 
210 


Glu 


Leu 


Ala 


Arg 


Gly 
215 


Glu 


Pro 


Pro 


His 


Ser 
220 


Glu 


Leu 


His 


Pro 


Met 
2 2 5 


Lys 


Val 


Leu 


Phe 


Leu 
230 


He 


Pro 


Lys 


Asn 


Asn 
235 


Pro 


Pro 


Thr 


Leu 


Glu 
240 


Gly 


Asn 


Tyr 


Ser 


Lys 
245 


Pro 


Leu 


Lys 


Glu 


Phe 
250 


Val 


Glu 


Ala 


Cys 


Leu 
255 


Asn 


Lys 


Glu 


Pro 


Ser 
260 


Phe 


Arg 


Pro 


Thr 


Ala 
265 


Lys 


Glu 


Leu 


Leu 


Lys 
270 


His 


Lys 


Phe 


He 


Leu 
275 


Arg 


Asn 


Ala 


Lys 


Lys 
280 


Thr 


Ser 


Tyr 


Leu 


Thr 
285 


Glu 


Leu 


He 


Asp 


Arg 

290 


Tyr 


Lys 


Arg 


Trp 


Lys 
295 


Ala 


Glu 


Gin 


Ser 


His 
300 


Asp 


Asp 


Ser 


Ser 


Ser 
305 


Glu 


Asp 


Ser 


Asp 


Ala 

310 


Glu 


Thr 


Asp 


Gly 


Gin 

315 


Ala 


Ser 


Gly 


Gly 


Ser 
320 


Asp 


Ser 


Gly 


Asp 


Trp 
325 


He 


Phe 


Thr 


He 


Arg 

330 


Glu 


Lys 


Asp 


Pro 


Lys 
335 


Asn 


Leu 


Glu 


Asn 


Gly 
340 


Ala 


Leu 


Gin 


Pro 


Ser 
345 


Asp 


Leu 


Asp 


Arg 


Asn 
350 


Lys 


Met 


Lys 


Asp 


He 

355 


Pro 


Lys 


Arg 


Pro 


Phe 

360 


Ser 


Gin 


Cys 


Leu 


Ser 
365 


Thr 


He 


He 


Ser 


Pro 
370 


Leu 


Phe 


Ala 


Glu 


Leu 
375 


Lys 


Glu 


Lys 


Ser 


Gin 
380 


Ala 


Cys 


Gly 


Gly 


Asn 
385 


Leu 


Gly 


Ser 


He 


Glu 
390 


Glu 


Leu 


Arg 


Gly 


Ala 
395 


He 


Tyr 


Leu 


Ala 


Glu 
400 


Glu 


Ala 


Cys 


Pro 


Gly 
405 


He 


Ser 


Asp 


Thr 


Met 
410 


Val 


Ala 


Gin 


Leu 


Val 
415 


Gin 


Arg 


Leu 


Gin 


Arg 
420 


Tyr 


Ser 


Leu 


Ser 


Gly 
425 


Gly 


Gly 


Thr 


Ser 


Ser 
430 


His 











<210> 4 
<211> 218 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2594943 

<400> 4 

Met Asn Cys Arg Ser Glu Val Leu Glu Val Ser Val Glu Gly Arg 

15 10 15 

Gin Val Glu Glu Ala Met Leu Ala Val Leu His Thr Val Leu Leu 

20 25 30 

His Arg Ser Thr Gly Lys Phe His Tyr Lys Lys Glu Gly Thr Tyr 
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35 40 45 

Ser lie Gly Thr Val Gly Thr Gin Asp Val Asp Cys Asp Phe lie 

50 55 60 

Asp Phe Thr Tyr Val Arg Val Ser Ser Glu Glu Leu Asp Arg Ala 

65 70 75 

Leu Arg Lys Val Val Gly Glu Phe Lys Asp Ala Leu Arg Asn Ser 

80 85 90 

Gly Gly Asp Gly Leu Gly Gin Met Ser Leu Glu Phe Tyr Gin Lys 

95 100 105 

Lys Lys Ser Arg Trp Pro Phe Ser Asp Glu Cys lie Pro Trp Glu 

110 115 120 

Val Trp Thr Val Lys Val His Val Val Ala Leu Ala Thr Glu Gin 

125 130 135 

Glu Arg Gin lie Cys Arg Glu Lys Val Gly Glu Lys Leu Cys Glu 

140 145 150 

Lys lie lie Asn lie Val Glu Val Met Asn Arg His Glu Tyr Leu 

155 160 165 

Pro Lys Met Pro Thr Gin Ser Glu Val Asp Asn Val Phe Asp Thr 

170 175 ISO 

Gly Leu Arg Asp Val Gin Pro Tyr Leu Tyr Lys lie Ser Phe Gin 

185 190 195 

lie Thr Asp Ala Leu Gly Thr Ser Val Thr Thr Thr Met Arg Arg 

200 205 210 
Leu lie Lys Asp Thr Leu Ala Leu 

215 

<210> 5 
<211> 474 
<212> PRT 

<2 13> Homo sapiens 
<220> 

<2 2 1> rnisc_ feature 

<223> Incyte ID No: 1513871 

<^00> 5 

Met lie Met Asn Lys Met Lys Asn Phe Lys Arg Arg Phe Ser Leu 

15 10 15 

Ser Val Pro Arg Thr Glu Thr lie Glu Glu Ser Leu Ala Glu Phe 

2 0 2 5 3 0 

Thr Glu Gin Phe Asn Gin Leu His Asn Arg Arg Asn Glu Asn Leu 

35 40 45 

Gin Leu Gly Pro Leu Gly Arg Asp Pro Pro Gin Glu Cys Ser Thr 

50 55 60 

Phe Ser Pro Thr Asp Ser Gly Glu Glu Pro Gly Gin Leu Ser Pro 

65 70 75 

Gly Val Gin Phe Gin Arg Arg Gin Asn Gin Arg Arg Phe Ser Met 

80 85 90 

Glu Asp Val Ser Lys Arg Leu Ser Leu Pro Met Asp lie Arg Leu 

95 100 105 

Pro Gin Glu Phe Leu Gin Lys Leu Gin Met Glu Ser Pro Asp Leu 

110 115 120 

Pro Lys Pro Leu Ser Arg Met Ser Arg Arg Ala Ser Leu Ser Asp 

125 130 135 

lie Gly Phe Gly Lys Leu Glu Thr Tyr Val Lys Leu Asp Lys Leu 

140 145 150 

Gly Glu Gly Thr Tyr Ala Thr Val Phe Lys Gly Arg Ser Lys Leu 

155 160 165 

Thr Glu Asn Leu Val Ala Leu Lys Glu lie Arg Leu Glu His Glu 

170 175 180 

Glu Gly Ala Pro Cys Thr Ala lie Arg Glu Val Ser Leu Leu Lys 

185 190 195 

Asn Leu Lys His Ala Asn lie Val Thr Leu His Asp Leu lie His 

200 205 210 

Thr Asp Arg Ser Leu Thr Leu Val Phe Glu Tyr Leu Asp Ser Asp 

215 220 225 

Leu Lys Gin Tyr Leu Asp His Cys Gly Asn Leu Met Ser Met His 
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230 235 240 

Asn Val Lys lie Phe Met Phe Gin Leu Leu Arg Gly Leu Ala Tyr 

245 250 255 

Cys His His Arg Lys lie Leu His Arg Asp Leu Lys Pro Gin Asn 

260 265 270 

Leu Leu lie Asn Glu Arg Gly Glu Leu Lys Leu Ala Asp Phe Gly 

275 280 285 

Leu Ala Arg Ala Lys Ser Val Pro Thr Lys Thr Tyr Ser Asn Glu 

290 295 300 

Val Val Thr Leu Trp Tyr Arg Pro Pro Asp Val Leu Leu Gly Ser 

305 310 315 

Thr Glu Tyr Ser Thr Pro lie Asp Met Trp Gly Val Gly Cys lie 

320 325 330 

His Tyr Glu Met Ala Thr Gly Arg Pro Leu Phe Pro Gly Ser Thr 

335 340 345 

Val Lys Glu Glu Leu His Leu lie Phe Ary Leu Leu Gly Thr Pro 

350 355 360 

Thr Glu Glu Thr Trp Pro Gly Val Thr Ala Phe Ser Glu Phe Arg 

365 370 375 

Thr Tyr Ser Phe Pro Cys Tyr Leu Pro Gin Pro Leu lie Asn His 

380 385 390 

Ala Pro Arg Leu Asp Thr Asp Gly lie His Leu Leu Ser Ser Leu 

395 400 405 

Leu Leu Tyr Glu Ser Lys Ser Arg Met Ser Ala Glu Ala Ala Leu 

110 415 420 

Ser His Ser Tyr Phe Arg Ser Leu Gly Glu Arg Val His Gin Leu 

425 430 435 

Glu Asp Thr Ala Ser lie Phe Ser Leu Lys Glu lie Gin Leu Gin 

440 445 450 

Lys Asp Pro Gly Tyr Arg Gly Leu Ala Phe Gin Gin Pro Gly Arg 

455 460 465 

Gly Lys Asn Arg Arg Gin Ser lie Phe 

470 

< 2 1 0 > G 
<211> 540 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 156108 

<400> 6 

Met Asn Gly Glu Ala lie Cys Ser Ala Leu Pro Thr lie Pro Tyr 

15 10 15 

His Lys Leu Ala Asp Leu Arg Tyr Leu Ser Arg Gly Ala Ser Gly 

20 25 30 

Thr Val Ser Ser Ala Arg His Ala Asp Trp Arg Val Gin Val Ala 

35 40 45 

Val Lys His Leu His lie His Thr Pro Leu Leu Asp Ser Glu Arg 

50 55 60 

Lys Asp Val Leu Arg Glu Ala Glu lie Leu His Lys Ala Arg Phe 

65 70 75 

Ser Tyr lie Leu Pro lie Leu Gly lie Cys Asn Glu Pro Glu Phe 

80 85 90 

Leu Gly lie Val Thr Glu Tyr Met Pro Asn Gly Ser Leu Asn Glu 

95 100 105 

Leu Leu His Arg Lys Thr Glu Tyr Pro Asp Val Ala Trp Pro Leu 

110 115 120 

Arg Phe Arg lie Leu His Glu lie Ala Leu Gly Val Asn Tyr Leu 

125 130 135 

His Asn Met Thr Pro Pro Leu Leu His His Asp Leu Lys Thr Gin 

140 145 150 

Asn lie Leu Leu Asp Asn Glu Phe His Val Lys lie Ala Asp Phe 

155 160 165 

Gly Leu Ser Lys Trp Arg Met Met Ser Leu Ser Gin Ser Arg Ser 
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170 175 180 

Ser Lys Ser Ala Pro Glu Gly Gly Thr lie lie Tyr Met Pro Pro 

185 190 195 

Glu Asn Tyr Glu Pro Gly Gin Lys Ser Arg Ala Ser lie Lys His 

200 205 210 

Asp lie Tyr Ser Tyr Ala Val lie Thr Trp Glu Val Leu Ser Arg 

215 220 225 

Lys Gin Pro Phe Glu Asp Val Thr Asn Pro Leu Gin lie Met Tyr 

230 235 240 

Ser Val Ser Gin Gly His Arg Pro Val lie Asn Glu Glu Ser Leu 

245 250 255 

Pro Tyr Asp lie Pro His Arg Ala Arg Met lie Ser Leu lie Glu 

260 265 270 

Ser Gly Trp Ala Gin Asn Pro Asp Glu Arg Pro Ser Phe Leu Lys 

275 280 285 

Cys Leu lie Glu Leu Glu Pro Val Leu Arg Thr Phe Glu Glu lie 

290 295 300 

Thr Phe Leu Glu Ala Val lie Gin Leu Lys Lys Thr Lvs Leu Gin 

305 310 315 

Ser Val Ser Ser Ala lie His Leu Cys Asp Lys Lys Lys Met Glu 

320 325 330 

Leu Ser Leu Asn lie Pro Val Asn His Gly Pro Gin Glu Glu Ser 

335 340 345 

Cys Gly Ser Ser Gin Leu His Glu Asn Ser Gly Ser Pro Glu Thr 

350 355 360 

Ser Arg Ser Leu Pro Ala Pro Gin Asp Asn Asp Phe Leu Ser Arg 

365 370 375 

Lys Ala Gin Asp Cys Tyr Phe Met Lys Leu His His Cys Pro Gly 

380 385 390 

Asn His Ser Trp Asp Ser Thr lie Ser Gly Ser Gin Arg Ala Ala 

395 400 405 

Phe Cys Asp His Lys Thr Thr Pro Cys Ser Ser Ala lie lie Asn 

410 415 420 

Pro Leu Ser Thr Ala Gly Asn Ser Glu Arg Leu Gin Pro Gly lie 

425 430 435 

Ala Gin Gin Trp lie GLn Ser Lys Arg Glu Asp lie Val Asn Gin 

440 445 450 

Met Thr Glu Ala Cys Leu Asn Gin Ser Leu Asp Ala Leu Leu Ser 

455 460 465 

Arg Asp Leu lie Met Lys Glu Asp Tyr Glu Leu Val Ser Thr Lys 

470 475 480 

Pro Thr Arg Thr Ser Lys Val Arg Gin Leu Leu Asp Thr Thr Asp 

485 490 495 

lie Gin Gly Glu Glu Phe Ala Lys Val lie Val Gin Lys Leu Lys 

500 505 510 

Asp Asn Lys Gin Met Gly Leu Gin Pro Tyr Pro Glu lie Leu Val 

515 520 525 

Val Ser Arg Ser Pro Ser Leu Asn Leu Leu Gin Asn Lys Ser Met 

530 535 540 



<210> 7 
<211> 454 
<212> PRT 

<2 13 > Homo sapiens 
<220> 

<2 21> misc_f eature 

<223> Incyte ID No: 2883243 

<400> 7 

Met Tyr Asn Thr Val Trp Asn Met Glu Asp Leu Asp Leu Glu Tyr 

15 10 15 

Ala Lys Thr Asp lie Asn Cys Gly Thr Asp Leu Met Phe Tyr lie 

20 25 30 

Glu Met Asp Pro Pro Ala Leu Pro Pro Lys Pro Pro Lys Pro Thr 

35 40 45 
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Arg 
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Arg 
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Tyr 


Arg 


Glu 


He 
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He 


Gin 
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Arg 
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305 
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Lys 


Gly 


Val 


Arg 
320 


Glu 


Asn 


Thr 


Glu 


Asp 

335 


Leu 


Pro 


His 


His 


Asp 
350 


Arg 


Asn 
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Ala 


Glu 
365 


Phe 


Leu 


Val 


Arg 


Glu 

380 


Val 


Val 


Val 


Asp 


Gly 

395 


Ala 


Thr 


Gly 
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Gly 
410 
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Leu 
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<210> 8 
<211> 502 
<212> PRT 

<2 13 > Homo sapiens 
<220> 

<22 1> mi sc_ feature 
<223> Incyte ID No: 

<400> 8 



Gly Met 
Gly Asp 
Ala Asp 
Gly Asp 
lie Lys 
Leu Thr 
Glu Ser 
Tyr Pro 
Asn He 
Phe Gin 
Thr Arg 
Ala Phe 
Gin Glu 
Gly Asn 
Leu Lys 
Glu Glu 
Lys Arg 
Thr Arg 
Gin Lys 
Gin Tyr 
Glu Lys 
Asn Leu 
Ser Ser 
Glu Val 
Phe Ala 
Leu His 
Asn Val 



Asn Asn 
He Ser 
Gly Thr 
Tyr Thr 
He Phe 
Phe Ser 
Leu Ala 
Val Ser 
Glu Ala 
Glu Lys 
Thr Ser 
Asn Glu 
Arg Tyr 
Glu Lys 
Ser Arg 
Asp Leu 
Met Asn 
Asp Gin 
Lys Leu 
Ser Leu 
Thr Trp 
Leu Arg 
Lys Gin 
Lys His 
Glu Pro 
Tyr Gin 
Thr Leu 



Asn Met 
55 

Arg Glu 

70 
Phe Leu 

85 

Leu Thr 
100 

His Arg 
115 

Ser Val 
130 

Gin Tyr 
145 

Lys Tyr 
160 

Val Gly 
175 

Ser Arg 
190 

Gin Glu 
205 

Thr He 
220 

Ser Lys 
235 

Glu He 
250 

He Ser 
265 

Lys Lys 
280 

Ser He 
295 

Tyr Leu 
310 

Asn Glu 
325 

Val Glu 
340 

Asn Val 
355 

Gly Lys 
370 

Gly Cys 
385 

Cys Val 
400 

Tyr Asn 
415 

His Thr 
430 

Ala Tyr 
445 



Ser Leu 
Glu Val 
Val Arg 
Leu Arg 
Asp Gly 
Val Glu 
Asn Pro 
Gin Gin 
Lys Lys 
Glu Tyr 
He Gin 
Lys He 
Glu Tyr 
Gin Arg 
Glu He 
Gin Ala 
Lys Pro 
Met Trp 
Trp Leu 
Asp Asp 
Gly Ser 
Arg Asp 
Tyr Ala 
He Asn 
Leu Tyr 
Ser Leu 
Pro Val 



Gin Asp 
60 

Asn Glu 
75 

Asp Ala 
90 

Lys Gly 

105 
Lys Tyr 

120 
Leu He 

135 
Lys Leu 

150 
Asp Gin 

165 
Leu His 

180 
Asp Arg 

195 
Met Lys 

210 
Phe Glu 

22 5 
He Glu 

240 
He Met 

255 
He Asp 

27C 
Ala Glu 

285 
Asp Leu 

300 
Leu Thr 

315 
Gly Asn 

330 
Glu Asp 

345 
Ser Asn 

360 
Gly Thr 

375 
Cys Sar 

390 
Lys Thr 

405 
Ser Ser 

420 
Val Gin 

435 
Tyr Ala 

450 



3173355 



7 
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Met 
Pro 


Phe 
Ala 


Gly 
Leu 


Lys 


Ser 


Glu 


Pro 


Ala 


Arg 


Lys 


Phe 


Thr 


Ser 


Ala 


Pro 


Asp 


Arg 


Lys 


Ser 


Tyr 


Lys 


Val 


Ala 


Lys 


Asd 


Cys 


Asp 


Met 


Asn 


Cys 


His 


Phe 


Pro 


Lys 


Arg 


Phe 


Asp 


Asn 


Lys 


Arg 


He 


Phe 


Lys 


Met 


Pro 


Leu 


Glu 


Lys 


Trp 


Cys 


Gly 


Asp 


Leu 


Thr 


Asp 


Met 


Met 


Lys 


Asn 


Ser 


Arg 


Leu 


Glu 


Asp 


Ala 


Ala 


Leu 


Tyr 


Gly 


Lys 


His 


Lys 


Arg 


Leu 


Pro 


Asp 


Ser 


He 


Lys 


His 


Tyr 


Lys 


Leu 


Lys 


Ala 


Lys 


Ala 


Asp 


He 


Phe 


Leu 


Gin 


Val 


Glu 


Pro 


Gin 


Lys 


Lys 


Thr 




Thr Leu Leu 
5 

Ala Glu Thr 

20 

He Trp Gly 
35 

Tyr Phe Tyr 
50 

Ser Ser Pro 
65 

Glu Glu Gin 
80 

Asp Gly Ser 
95 

Asn Leu Lys 

110 
Ser Pro Tyr 

125 

Cys Pro Leu 

140 
Pro Glu Thr 

155 

Ala Val Asp 
170 

Gly Gin Arg 
185 

Val Tyr He 

200 
Met Asp Ala 

215 

Asp Val Glu 

230 
Lys Lys Ser 

245 
Ser Thr Asp 

260 
Asp Ser Val 

275 
Ser Val Gin 

290 
Thr Ala Val 

305 
Leu Val Lys 

320 
Phe Thr Asn 

335 
Pro He Val 

350 
Tyr Gin He 

365 

Tyr Leu Leu 
380 

Tyr Tyr Glu 

395 
He Pro Val 

410 
Trp Ala Lys 

425 

Gly Gin Glu 
440 

Cys Tyr Tyr 

455 
Ser Glu Pro 

470 

Thr Glu Asp 
485 

Lys Asp Glu 



Leu Tyr Cys 
Gly Gly Glu 
Pro Gly Leu 
He Gin Ala 
Gly Glu Lys 
Phe Thr Arg 
Phe He Val 
Val Glu He 
He Leu Lys 
Gin Asp Ser 
He Ala Gin 
Pro Glu Lys 
Gin Ser Leu 
Lys Thr His 
He Leu Leu 
Leu Phe Val 
Asn Ser Asn 
Ser Lys Asp 
Leu Glu Thr 
Ala Asn Thr 
Trp Arg Gly 
Leu Ser Arg 
Phe Phe Phe 
Lys His He 
Asn He Asp 
Val Gly Asp 
His Phe Tyr 
Lys Ser Asn 
Asp His Asp 
Phe Ala Arg 
Phe Lys Leu 
Gin He Arg 
Asp Leu Phe 
Leu 



Phe Phe Leu 
10 

Arg Gin Leu 
25 

Lys Ala Asp 
40 

Val Asp Thr 
55 

Val Phe Gin 
70 

Val Gly Val 
85 

Arg Tyr Arg 
100 

Lys Phe Gin 
115 

Gly Pro Val 
130 

Ala Ala Trp 
145 

He Gin Arg 

160 

He Ala Val 
175 

Cys His Tyr 
190 

Gly Glu His 
205 

Ser Leu Thr 
220 

Asn Leu Gly 
235 

He His Pro 
250 

He Val Met 
265 

Met Gly Arg 
280 

Gly Pro Pro 
295 

Arg Asp Ser 
310 

Lys His Pro 
325 

Phe Lys His 
340 

Ser Phe Phe 
355 

Gly Thr Val 
370 

Ser Val Val 
385 

Asn Glu Leu 
400 

Leu Ser Asp 
415 

Glu Glu Ala 
430 

Asn Asn Leu 
445 

Phe Gin Glu 
460 

Glu Gly Met 
475 

Pro Cys Thr 
490 




Ala Thr Val 
15 

Ser Pro Glu 
30 

Val Val Leu 
45 

Ser Gly Asn 
60 

Val Lys Val 
75 

Gin Val Leu 
90 

Met Tyr Ala 
105 

Gly Gin His 
120 

Tyr His Glu 
135 

Leu Arg Glu 
150 

Asp Leu Ala 
165 

Glu He Pro 
180 

Thr Leu Lys 
195 

Val Gly Phe 
210 

Arg Lys Val 
225 

Asp Trp Pro 
240 

He Phe Ser 
255 

Pro Thr Tyr 
270 

Val Ser Leu 
285 

Trp Glu Ser 
300 

Arg Lys Glu 
315 

Glu Leu He 
330 

Asp Glu Asn 
345 

Asp Phe Phe 
360 

Ala Ala Tyr 
375 

Leu Lys Gin 
390 

Gin Pro Trp 
405 

Leu Leu Glu 
420 

Lys Lys He 
435 

Met Gly Asp 
450 

Tyr Ala Asn 
465 

Lys Arg Val 
480 

Cys His Arg 
495 



PF-0565 USN 



500 



<210> 9 
<211> 282 
<212> PRT 

<213> Homo sapiens 



<220> 

<2 2 1> misc_f eature 

<223> Incyte ID No: 5116906 



<400> 9 




























Met 


Trp 


Ala 


Cys 


Gly 


Val 


He 


Leu 


Tyr 


He 


Leu 


Leu 


Val 


Gly 


Tyr 


1 








5 










10 










15 


Pro 


Pro 


Phe 


Trp 


Asp 
20 


Glu 


Asp 


Gin 


His 


Arg 
25 


Leu 


Tyr 


Gin 


Gin 


He 
30 


Lys 


Ala 


Gly 


Ala 


Tyr 
35 


Asp 


Phe 


Pro 


Ser 


Pro 
40 


Glu 


Trp 


Asp 


Thr 


Val 
45 


Thr 


Pro 


Glu 


Ala 


Lys 
50 


Asp 


Leu 


He 


Asn 


Lys 
55 


Met 


Leu 


Thr 


He 


Asn 
60 


Pro 


Ala 


Lys 


Arg 


He 
65 


Thr 


Ala 


Ser 


Glu 


Ala 
70 


Leu 


Lys 


His 


Pro 


Trp 
75 


He 


Cys 


Gin 


Arg 


Ser 
80 


Thr 


Val 


Ala 


Ser 


Met 

85 


Met 


His 


Arg 


Gin 


Glu 

90 


Thr 


Val 


Asp 


Cys 


Leu 
95 


Lys 


Lys 


Phe 


Asn 


Ala 
100 


Arg 


Arg 


Lys 


Leu 


Lys 
105 


Gly 


Ala 


He 


Leu 


Thr 
110 


Thr 


Met 


Leu 


Ala 


Thr 
115 


Arg 


Asn 


Phe 


Ser 


Ala 

120 


Ala 


Lys 


Ser 


Leu 


Leu 
125 


Lys 


Lys 


Pro 


Asp 


Gly 

130 


Val 


Lys 


Glu 


Ser 


Thr 
135 


Glu 


Ser 


Ser 


Asn 


Thr 
140 


Thr 


He 


Glu 


Asp 


Glu 
145 


Asp 


Val 


Lys 


Ala 


Arg 

150 


-ys 


Gin 


Glu 


He 


He 
155 


Lys 


Val 


Thr 


Glu 


Gin 

160 


Leu 


He 


Glu 


Ala 


He 
165 


Asn 


Asn 


Gly 


Asp 


Phe 
170 


Glu 


Ala 


Tyr 


Thr 


Lys 
L75 


He 


Cys 


Asp 


Pro 


Gly 
180 


Leu 


Thr 


Ala 


Phe 


Glu 
185 


Pro 


Glu 


Ala 


Leu 


Gly 
190 


Asn 


Leu 


Val 


Glu 


Gly 
195 


Met 


Asp 


Phe 


His 


Arg 

200 


Phe 


Tyi 


Phe 


Glu 


Asn 

205 


Ala 


Leu 


Ser 


Lys 


Ser 
210 


Asn 


Lys 


Pro 


He 


His 
215 


Thr 


He 


He 


Leu 


Asn 
220 


Pro 


His 


Val 


His 


Leu 
2 2 5 


Val 


Gly 


Asp 


Asp 


Ala 

230 


Ala 


Cys 


He 


Ala 


Tyr 

235 


He 


Arg 


Leu 


Thr 


Gin 

240 


Tyr 


Met 


Asp 


Gly 


Ser 
245 


Gly 


Met 


Pro 


Lys 


Thr 
250 


Met 


Gin 


Ser 


Glu 


Glu 
255 


Thr 


Arg 


Val 


Trp 


His 
260 


Arg 


Arg 


Asp 


Gly 


Lys 

265 


Trp 


Gin 


Asn 


Val 


His 
270 


Phe 


His 


Arg 


Ser 


Gly 
275 


Ser 


Pro 


Thr 


Val 


Pro 
280 


He 


Asn 









<210> 10 
<211> 510 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 940589 



<400> 10 

Met Lys Ala Asp lie Lys He Trp He Leu Thr Gly Asp Lys Gin 

15 10 15 

Glu Thr Ala He Asn He Gly His Ser Cys Lys Leu Leu Lys Lys 

20 25 30 

Asn Met Gly Met He Val He Asn Glu Gly Ser Leu Asp Ser Phe 

35 40 45 



9 



PF-0565 USN 



Ser 


Asn 


Thr 


Gin 


Asn 
50 


Ser 


Arg 


Lys 


Glu 


Ala 
55 


Val 


Leu 


Leu 


Ala 


Lys 
60 


Met 


Lys 


His 


Pro 


Asn 
65 


He 


Val 


Ala 


Phe 


Lys 
70 


Glu 


Ser 


Phe 


Glu 


Ala 
75 


Glu 


Gly 


His 


Leu 


Tyr 
80 


He 


Val 


Met 


Glu 


Tyr 

85 


Cys 


Asp 


Gly 


Gly 


Asp 
90 


Leu 


Met 


Gin 


Lys 


He 
95 


Lys 


Gin 


Gin 


Lys 


Gly 
100 


Lys 


Leu 


Phe 


Pro 


Glu 
105 


Asp 


Met 


He 


Leu 


Asn 
110 


Trp 


Phe 


Thr 


Gin 


Met 
115 


Cys 


Leu 


Gly 


Val 


Asn 

120 


His 


He 


His 


Lys 


Lys 
125 


Arg 


Val 


Leu 


His 


Arg 
130 


Asp 


He 


Lys 


Ser 


Lys 
135 


Asn 


He 


Phe 


Leu 


Thr 
140 


Gin 


Asn 


Gly 


Lys 


Val 
145 


Lys 


Leu 


Gly 


Asp 


Phe 
150 


Gly 


Ser 


Ala 


Arg 


Leu 
155 


Leu 


Ser 


Asn 


Pro 


Met 
160 


Ala 


Phe 


Ala 


Cys 


Thr 
165 


Tyr 


Val 


Gly 


Thr 


Pro 
170 


Tyr 


Tyr 


Val 


Pro 


Pro 
175 


Glu 


He 


Trp 


Glu 


Asn 

180 


Leu 


Pro 


Tyr 


Asn 


Asn 
185 


Lys 


Ser 


Asp 


He 


Trp 
190 


Ser 


Leu 


Gly 


Cys 


He 
195 


Leu 


Tyr 


Glu 


Leu 


Cys 
200 


Thr 


Leu 


Lys 


His 


Pro 
205 


Phe 


Gin 


Ala 


Asn 


Ser 
210 


Trp 


Lys 


Asn 


Leu 


He 
215 


Leu 


Lys 


Val 


Cys 


Gin 
220 


Gly 


Cys 


He 


Ser 


Pro 
2 2 5 


Leu 


Pro 


Ser 


His 


Tyr 
230 


Ser 


Tyr 


Glu 


Leu 


Gin 
235 


Phe 


Leu 


Val 


Lys 


Gin 
240 


Met 


Phe 


Lys 


Arg 


Asn 
245 


Pro 


Ser 


His 


Arg 


Pro 

2 50 


Ser 


Ala 


Thr 


Thr 


Leu 

255 


Leu 


Ser 


Arg 


Gly 


He 
260 


Val 


Ala 


Arg 


Leu 


Val 
265 


Gin 


Lys 


Cys 


Leu 


Pro 
270 


9 :"0 


Glu 


Lie 


He 


Met 

275 


Glu 


Tyr 


Gly 


Glu 


Glu 
280 


Val 


Lau 


Glu 


Glu 


He 

285 


Lys 


Asr. 


Ser 


Lys 


His 
290 


Asn 


Thr 


Pro 


Arg 


Lys 
295 


Lys 


Th-r 


Asn 


Pro 


Ser 
300 


Arg 


He 


Arg 


He 


Ala 
305 


Leu 


Gly 


Asn 


Glu 


Ala 
310 


Ser 


Thr 


Val 


Gin 


Glu 
315 


Glu 


Glu 


Gin 


Asp 


Arg 

320 


Lys 


Gly 


Ser 


His 


Thr 
325 


Asp 


Leu 


Glu 


Ser 


He 
330 


Asn 


Glu 


Asn 


Leu 


Val 
335 


Glu 


Ser 


Ala 


Leu 


Arg 
340 


Arg 


Val 


Asn 


Arg 


Glu 
345 


Glu 


Lys 


Gly 


Asn 


Lys 
350 


Ser 


Val 


His 


Leu 


Arg 

355 


Lys 


Ala 


Ser 


Ser 


Pro 
360 


Asn 


Leu 


His 


Arg 


Arg 

365 


Gin 


Trp 


Glu 


Lys 


Asn 

370 


Val 


Pro 


Asn 


Thr 


Ala 
375 


Leu 


Thr 


Ala 


Leu 


Glu 
380 


Asn 


Ala 


Ser 


He 


Leu 
385 


Thr 


Ser 


Ser 


Leu 


Thr 
390 


Ala 


Glu 


Asp 


Asp 


Arg 

395 


Gly 


Gly 


Ser 


Val 


He 
400 


Lys 


Tyr 


Ser 


Lys 


Asn 
405 


Thr 


Thr 


Arg 


Lys 


Gin 
410 


Trp 


Leu 


Lys 


Glu 


Thr 
415 


Pro 


Asp 


Thr 


Leu 


Leu 
420 


Asn 


He 


Leu 


Lys 


Asn 
425 


Ala 


Asp 


Leu 


Ser 


Leu 
430 


Ala 


Phe 


Gin 


Thr 


Tyr 
435 


Thr 


He 


Tyr 


Arg 


Pro 
440 


Gly 


Ser 


Glu 


Gly 


Phe 
445 


Leu 


Lys 


Gly 


Pro 


Leu 
450 


Ser 


Glu 


Glu 


Thr 


Glu 
455 


Ala 


Ser 


Asp 


Ser 


Val 
460 


Asp 


Gly 


Gly 


His 


Asp 
465 


Ser 


Val 


He 


Leu 


Asp 

470 


Pro 


Glu 


Arg 


Leu 


Glu 
475 


Pro 


Gly 


Leu 


Asp 


Glu 

480 


Glu 


Asp 


Thr 


Asp 


Phe 
485 


Glu 


Glu 


Glu 


Asp 


Asp 
490 


Asn 


Pro 


Asp 


Trp 


Val 
495 


Ser 


Glu 


Leu 


Lys 


Lys 
500 


Arg 


Ala 


Gly 


Trp 


Gin 
505 


Gly 


Leu 


Cys 


Asp 


Arg 
510 



<210> 11 
<211> 248 
<212> PRT 
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<2 1 3 > Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 304421 

<400> 11 



Met 


Ala 


Glu 


Thr 


Ser 


Leu 


Pro 


Glu 


Leu 


Gly 


Gly 


Glu 


Asp 


Lys 


Ala 


1 








5 










10 










15 


Thr 


Pro 


Cys 


Pro 


Ser 


He 


Leu 


Glu 


Leu 


Glu 


Glu 


Leu 


Leu 


Arg 


Ala 










20 










25 










30 


Gly 


Lys 


Ser 


Ser 


Cys 


Ser 


Arg 


Val 


Asp 


Glu 


Val 


Trp 


Pro 


Asn 


Leu 










35 










40 










45 


Phe 


He 


Gly 


Asp 


Ala 


Met 


Asp 


Ser 


Leu 


Gin 


Lys 


Gin 


Asp 


Leu 


Arg 










50 










55 










60 


Arg 


Pro 


Lys 


He 


His 


Gly 


Ala 


Val 


Gin 


Ala 


Ser 


Pro 


Tyr 


Gin 


Pro 










65 










70 










75 


Pro 


Thr 


Leu 


Ala 


Ser 


Leu 


Gin 


Arg 


Leu 


Leu 


Trp 


Val 


Arg 


Gin 


Ala 










80 










85 










90 


Ala 


Thr 


Leu 


Asn 


His 


He 


Asp 


Glu 


Val 


Trp 


Pro 


Ser 


Leu 


Phe 


Leu 










■95 










100 










105 


Gly 


Asp 


Ala 


Tyr 


Ala 


Ala 


Arg 


Asp 


Lys 


Ser 


Lys 


Leu 


He 


Gin 


Leu 










110 










115 










120 


Gly 


He 


Thr 


His 


Val 


Val 


Asn 


Ala 


Ala 


Ala 


Gly 


Lys 


Phe 


Gin 


Val 










125 










130 










135 


Asp 


Thr 


Gly 


Ala 


Lys 


Phe 


Tyr 


Arg 


Gly 


Met 


Ser 


Leu 


Glu 


Tyr 


Tyr 










140 










145 










150 


Gly 


lie 


Glu 


Ala 


Asp 


Asp 


Asn 


Pro 


Phe 


Phe 


Asp 


Leu 


Ser 


Val 


Tyr 










155 










160 










165 


Plie 


Leu 


Pro 


Val 


Ala 


Arg 


Tyr 


He 


Arg 


Ala 


Ala 


Leu 


Ser 


Val 


Pro 










170 










175 










180 


Gin 


Gly 


Arg 


Val 


Leu 


Val 


His 


Cys 


Ala 


Met 


Gly 


Val 


Ser 


Arg 


Ser 










185 










190 










195 


Ala 


Thr 


Leu 


Val 


Leu 


Ala 


Phe 


Leu 


Met 


He 


Tyr 


Glu 


Asn 


Met 


Thr 










200 










205 










210 


Lr^u 


Val 


Glu 


Ala 


He 


Gin 


Thr 


Val 


Gin 


Ala 


His 


Arg 


Asn 


He 


Cys 










215 










220 










225 


Pro 


i x sn 


Ser 


Gly 


Phe 


Leu 


Arg 


Gin 


Leu 


Gin 


Val 


Leu 


Asp 


Asn 


Arg 










230 










235 










240 


Leu 


Gly 


Arg 


Glu 


Thr 


Gly 


Arg 


Phe 

















245 

<-210> 12 
<211> 810 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1213802 

<400> 12 



Met 


Pro 


Asn 


Gin 


Gly 


Glu 


Asp 


Cys 


Tyr 


Phe 


Phe 


Phe 


Tyr 


Ser 


Thr 


1 








5 










10 










15 


Cys 


Thr 


Lys 


Gly 


Asp 


Ser 


Cys 


Pro 


Phe 


Arg 


His 


Cys 


Glu 


Ala 


Ala 










20 










25 










30 


He 


Gly 


Asn 


Glu 


Thr 


Val 


Cys 


Thr 


Leu 


Trp 


Gin 


Glu 


Gly 


Arg 


Cys 










35 










40 










45 


Phe 


Arg 


Gin 


Val 


Cys 


Arg 


Phe 


Arg 


His 


Met 


Glu 


He 


Asp 


Lys 


Lys 










50 










55 










60 


Arg 


Ser 


Glu 


He 


Pro 


Cys 


Tyr 


Trp 


Glu 


Asn 


Gin 


Pro 


Thr 


Gly 


Cys 










65 










70 










75 


Gin 


Lys 


Leu 


Asn 


Cys 


Ala 


Phe 


His 


His 


Asn 


Arg 


Gly 


Arg 


Tyr 


Val 










80 










85 










90 


Asp 


Gly 


Leu 


Phe 


Leu 


Pro 


Pro 


Ser 


Lys 


Thr 


Val 


Leu 


Pro 


Thr 


Val 










95 










100 










105 


Pro 


Glu 


Ser 


Pro 


Glu 


Glu 


Glu 


Val 


Lys 


Ala 


Ser 


Gin 


Leu 


Ser 


Val 
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Gin Gin Asn 
Arg Ser Val 
Thr His Pro 
Asp Asp Asp 
Thr Leu Gin 
Ser Val Arg 
Asn Phe Gly 
Lys Glu Lys 
Ser Leu Leu 
Asn Val Arg 
Gly Glu Glu 
Lys Arg Lys 
Arg Ser Leu 
Thr Asn lie 
r ,eu Lys Glu 
;Ja Thr Asp 
Leu Glu Glu 
Leu Gin Thr 
Ser Thr Ser 
Phe Ser Glu 
Glu Arg Gin 
lie Asp Ser 
Ala Ser Arg 
Met Gin Glu 
Lys Ala Leu 
Pro Ser Gin 
lie Thr Lys 
Gly Asn Glu 
Glu Ala Ser 
Val Lys Arg 
Gin Glu Arg 
Ala Ser Cys 
Val Pro Gly 




110 

Lys Leu Ser 

125 
Met Lys Val 

140 
Pro Val Val 

155 

Gin Phe Ser 

170 
Pro Thr Pro 

185 

Lys Pro Ala 

200 
lie Lys Thr 

215 
Ser Lys Lys 

230 
Leu His Pro 

245 
Thr Val Val 

260 
Pro Leu Val 

275 
Phe Ser Ala 

290 
Ala Gin Arg 

305 

Asp Lys Thr 
320 

Arg Leu Gly 

335 
Lys Val Asn 

150 

lie Leu Leu 

365 
Lys Leu Lys 

380 
Gly Ala Arg 

395 

Val Leu Ala 

410 
Lys Ser Lys 

425 

Glu lie Lys 

440 
Gly Gin Ser 

455 
Val His lie 

470 
Arg Val Gin 

485 

His Glu Ala 
500 

Arg Thr Gly 

515 

Val Asp Ser 
530 

Gly Glu Thr 

545 

Cys Glu Thr 
560 

Glu Lys Ser 
575 

Asn Thr Gin 

590 
lie Thr Arg 

605 



Val Gin Ser 
Glu Ser Ser 
lie Asn Ala 
Glu Glu Gly 
Glu Val His 
Val Asn lie 
Leu Glu Glu 
Gin Gly Glu 
Glu Pro Val 
Arg Thr Val 
Arg Leu Ser 
Gly Gly Asp 
Leu Gly Lys 
Pro Lys Lys 
Met Ser Ala 
Lys Val Gly 
Glu Arg Ala 
Thr Glu Gly 
Ser Ser Ser 
Glu Lys Lys 
Lys Asp Thr 
Lys Thr Val 
Glu Glu Pro 
Lys Thr Leu 
Gin Ser Ser 
Thr Pro Gly 
Met Lys Glu 
Gin Ser Ser 
Thr Gly Val 
Met Arg Glu 
Val Leu Thr 
Val Ala Glu 
His Leu Thr 



115 

Asn Pro Ser 
130 

Glu Asn Val 
145 

Ala Asp Asp 
160 

Asp Glu Thr 
175 

Asn Gly Leu 
190 

Lys Gin Gly 
205 

lie Lys Ser 
220 

Gly Ser Ser 
235 

Pro Gly Pro 
250 

Thr Leu Ser 
265 

Leu Thr Glu 
280 

Ser Asp Pro 
295 

Lys Val Glu 
310 

Ala Gin Val 
325 

Asp Pro Asp 
340 

Glu lie His 
355 

Ser Gin Lys 
370 

Pro Ser Lys 
385 

Thr lie Arg 
400 

His Arg Gin 
415 

Thr Cys lie 
430 

Val Leu Pro 
445 

Ala Gly Lys 
460 

Glu Glu lie 
475 

Glu Ser Ser 
490 

Ala Arg Arg 
505 

Glu Lys Asn 
520 

lie Arg Thr 
535 

Asp lie Thr 

550 

Lys His Met 
565 

Pro Leu Arg 
580 

Lys Pro Val 
595 

Lys Arg Leu 
610 




120 

Pro Gin Leu 
135 

Pro Ser Pro 
150 

Asp Glu Asp 
165 

Lys Thr Pro 
180 

Arg Val Thr 
195 

Glu Cys Leu 
210 

Lys Lys Met 
225 

Gly Val Ser 
240 

Glu Lys Glu 
255 

Thr Lys Gin 

270 

Arg Leu Gly 
285 

Pro Leu Lys 

300 

Ala Pro Glu 
315 

Ser Lys Ser 
330 

Asn Glu Aso 
34^ 

Val Lys 'Jhr 
360 

Arg Gly Glu 
375 

Thr Asp Asp 
390 

lie Lys Thr 
405 

Gin Glu Ala 
420 

Lys Leu Lys 
435 

Pro lie Val 
450 

Thr Lys Ser 
465 

Lys Leu Glu 
480 

Thr Ser Ser 
495 

Leu Leu Arg 
510 

Leu Gin Glu 
525 

Glu Ala Lys 
540 

Lys lie Gin 
555 

Gin Lys Gin 
570 

Gly Asp Val 
585 

Leu Thr Ala 
600 

Pro Thr Lys 
615 
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Ser 


Ser 


Gin 


Lys 


Val 


Glu 


Val 


Glu 


Thr 


Ser 


Gly 


He 


Gly 


Asp 


Ser 










620 










625 










630 


Leu 


Leu 


Asn 


Val 


Lys 


Cys 


Ala 


Ala 


Gin 


Thr 


Leu 


Glu 


Lys 


Arg 


Gly 










635 










640 










645 


Lys 


Ala 


Lys 


Pro 


Lys 


Val 


Asn 


Val 


Lys 


Pro 


Ser 


Val 


Val 


Lys 


Val 










650 










655 










660 


Val 


Ser 


Ser 


Pro 


Lys 


Leu 


Ala 


Pro 


Lys 


Arg 


Lys 


Ala 


Val 


Glu 


Met 










665 










670 










675 


His 


Ala 


Ala 


Val 


He 


Ala 


Ala 


Val 


Lys 


Pro 


Leu 


Ser 


Ser 


Ser 


Ser 










680 










685 










690 


Val 


Leu 


Gin 


Glu 


Pro 


Pro 


Ala 


Lys 


Lys 


Ala 


Ala 


Val 


Ala 


Val 


Val 










695 










700 










705 


Pro 


Leu 


Val 


Ser 


Glu 


Asp 


Lys 


Ser 


Val 


Thr 


Val 


Pro 


Glu 


Ala 


Glu 










710 










715 










720 


Asn 


Pro 


Arg 


Asp 


Ser 


Leu 


Val 


Leu 


Pro 


Pro 


Thr 


Gin 


Ser 


Ser 


Ser 










725 










730 










735 


Asp 


Ser 


Ser 


Pro 


Pro 


Glu 


Val 


Ser 


Gly 


Pro 


Ser 


Ser 


Ser 


Gin 


Met 










740 










745 










750 


Ser 


Met 


Lys 


Thr 


Arg 


Arg 


Leu 


Ser 


Ser 


Ala 


Ser 


Thr 


Gly 


Lys 


Pro 










755 










760 










765 


: j ro 


Leu 


Ser 


Val 


Glu 


Asp 


Asp 


Phe 


Glu 


Lys 


Leu 


He 


Trp 


Glu 


He 










770 










775 










780 


Ser 


Gly 


Gly 


Lys 


Leu 


Glu 


Ala 


Glu 


He 


Asp 


Leu 


Asp 


Pro 


Gly 


Lys 










785 










790 










795 


Asp 


Glu 


Asp 


Asp 


Leu 


Leu 


Leu 


Glu 


Leu 


Ser 


Glu 


Met 


He 


Asp 


Ser 










800 










805 










310 


:HG> 13 


























"!11> 549 


























212> PRT 


























•:213> Aor\o sapiens 






















■ : 2 2 






























■:221> :nisc_ 


feature 






















■ 2 2 


6> Incyte ID 


No : 


137? 


3134 


















-400> 13 


























Met 


Arg 


Arg 


Arg 


Ala 


Ser 


Asn 


Ala 


Ala 


Ala 


Ala 


Ala 


His 


Thr 


He 


1 








5 










10 










15 


Gly 


Gly 


Ser 


Lys 


His 


Thr 


Met 


Asn 


Asp 


His 


Leu 


His 


Val 


Gly 


Ser 










20 










25 










30 


His 


Ala 


His 


Gly 


Gin 


He 


Gin 


Val 


Arg 


Gin 


Leu 


Phe 


Glu 


Asp 


Asn 










35 










40 










45 


Ser 


Asn 


Lys 


Arg 


Thr 


Val 


Leu 


Thr 


Thr 


Gin 


Pro 


Asn 


Gly 


Leu 


Thr 










50 










55 










60 


Thr 


Val 


Gly 


Lys 


Thr 


Gly 


Leu 


Pro 


Val 


Val 


Pro 


Glu 


Arg 


Gin 


Leu 










65 










70 










75 


Asp 


Ser 


He 


His 


Arg 


Arg 


Gin 


Gly 


Ser 


Ser 


Thr 


Ser 


Leu 


Lys 


Ser 










80 










85 










90 


Met 


Glu 


Gly 


Met 


Gly 


Lys 


Val 


Lys 


Ala 


Thr 


Pro 


Met 


Thr 


Pro 


Glu 










95 










100 










105 


Gin 


Ala 


Met 


Lys 


Gin 


Tyr 


Met 


Gin 


Lys 


Leu 


Thr 


Ala 


Phe 


Glu 


His 










110 










115 










120 


His 


Glu 


He 


Phe 


Ser 


Tyr 


Pro 


Glu 


He 


Tyr 


Phe 


Leu 


Gly 


Leu 


Asn 










125 










130 










135 


Ala 


Lys 


Lys 


Arg 


Gin 


Gly 


Met 


Thr 


Gly 


Gly 


Pro 


Asn 


Asn 


Gly 


Gly 










140 










145 










150 


Tyr 


Asp 


Asp 


Asp 


Gin 


Gly 


Ser 


Tyr 


Val 


Gin 


Val 


Pro 


His 


Asp 


His 










155 










160 










165 


Val 


Ala 


Tyr 


Arg 


Tyr 


Glu 


Val 


Leu 


Lys 


Val 


He 


Gly 


Lys 


Gly 


Ser 










170 










175 










180 


Phe 


Gly 


Gin 


Val 


Val 


Lys 


Ala 


Tyr 


Asp 


His 


Lys 


Val 


His 


Gin 


His 










185 










190 










195 


Val 


Ala 


Leu 


Lys 


Met 


Val 


Arg 


Asn 


Glu 


Lys 


Arg 


Phe 


His 


Arg 


Gin 










200 










205 










210 


Ala 


Ala 


Glu 


Glu 


He 


Arg 


He 


Leu 


Glu 


His 


Leu 


Arg 


Lys 


Gin 


Asp 



13 
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215 220 225 

Lys Asp Asn Thr Met Asn Val lie His Met Leu Glu Asn Phe Thr 

230 235 240 

Phe Arg Asn His lie Cys Met Thr Phe Glu Leu Leu Ser Met Asn 

245 250 255 

Leu Tyr Glu Leu lie Lys Lys Asn Lys Phe Gin Gly Phe Ser Leu 

260 265 270 

Pro Leu Val Arg Lys Phe Ala His Ser lie Leu Gin Cys Leu Asp 

275 280 285 

Ala Leu His Lys Asn Arg lie lie His Cys Asp Leu Lys Pro Glu 

290 295 300 

Asn lie Leu Leu Lys Gin Gin Gly Arg Ser Gly lie Lys Val lie 

305 310 315 

Asp Phe Gly Ser Ser Cys Tyr Glu His Gin Arg Val Tyr Thr Tyr 

320 325 330 

He Gin Ser Arg Phe Tyr Arg Ala Pro Glu Val He Leu Gly Ala 

335 340 345 

Arg Tyr Gly Met Pro He Asp Met Trp Ser Leu Gly Cys He Leu 

350 355 360 

.Via Glu Leu Leu Thr Gly Tyr Pro Leu Leu Pro Gly Glu ^\sp Glu 

365 370 375 

Gly Asp Gin Leu Ala Cys Met He Glu Leu Leu Gly Met Pro Ser 

380 385 390 

Gin Lys Leu Leu Asp Ala Ser Lys Arg Ala Lys Asn Phe Val Ser 

395 400 405 

Ser Lys Gly Tyr Pro Arg Tyr Cys Thr Val Thr Thr Leu Ser Asp 

410 415 420 

Gly Ser Val Val Leu Asn Gly Gly Arg Ser Arg Arg Gly Lys Leu 

425 430 435 

Aug Gly Pre Pro Glu Ser Arg Glu Trp Gly Asn Ala Lieu Lys Gly - 

440 445 450 

Cys Asp Asp Pro Leu ''he Leu Asp Phe Leu Lys Gin Cys Leu Glu 

455 460 465 

Vrp Asp ?ro Ala Val Arg Met Thr Pro Gly Gin Ala Leu Arg His 

47C 475 480 

?ro Trp Leu Arg Arg Arg Leu Pro Lys Pro Pro Thr Gly Glu Lys 

485 490 495 

Thr Ser Val Lys Arg He Thr Glu Ser Thr Gly Ala lie Thr Ser 

500 505 510 

He Ser Lys Leu Pro Pro Pro Ser Ser Ser Ala Ser Lys Leu Arg 

515 520 525 

Thr Asn Leu Ala Gin Met Thr Asp Ala Asn Gly Asn He Gin Gin 

530 535 540 

Arg Thr Val Leu Pro Lys Leu Val Ser 

545 

<210> 14 
<211> 416 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1490070 

<400> 14 

Met Met Pro Gin Leu Gin Phe Lys Asp Ala Phe Trp Cys Arg Asp 

15 10 15 

Phe Thr Ala His Thr Gly Tyr Glu Val Leu Leu Gin Arg Leu Leu 

20 25 30 

Asp Gly Arg Lys Met Cys Lys Asp Met Val Glu Leu Leu Trp Gin 

35 40 45 

Arg Ala Gin Ala Glu Glu Arg Tyr Gly Lys Glu Leu Val Gin He 

50 55 60 

Ala Arg Lys Ala Gly Gly Gin Thr Glu He Asn Ser Leu Arg Ala 

65 70 75 

Ser Phe Asp Ser Leu Lys Gin Gin Met Glu Asn Val Gly Ser Ser 
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80 










85 










90 


His 


He 


Gin 


Leu 


Ala 
95 


Leu 


Thr 


Leu 


Arg 


Glu 
100 


Glu 


Leu 


Arg 


Ser 


Leu 
105 


Glu 


Glu 


Phe 


Arg 


Glu 
110 


Arg 


Gin 


Lys 


Glu 


Gin 
115 


Arg 


Lys 


Lys 


Tyr 


Glu 
120 


Ala 


Val 


Met 


Asp 


Arg 
125 


Val 


Gin 


Lys 


Ser 


Lys 

130 


Leu 


Ser 


Leu 


Tyr 


Lys 
135 


Lys 


Ala 


Met 


Glu 


Ser 
140 


Lys 


Lys 


Thr 


Tyr 


Glu 
145 


Gin 


Lys 


Cys 


Arg 


Asp 
150 


Ala 


Asp 


Asp 


Ala 


Glu 
155 


Gin 


Ala 


Phe 


Glu 


Arg 
160 


He 


Ser 


Ala 


Asn 


Gly 
165 


His 


Gin 


Lys 


Gin 


Val 
170 


Glu 


Lys 


Ser 


Gin 


Asn 
175 


Lys 


Ala 


Arg 


Gin 


Cys 
180 


Lys 


Asp 


Ser 


Ala 


Thr 
185 


Glu 


Ala 


Glu 


Arg 


Val 
190 


Tyr 


Arg 


Gin 


Ser 


He 
195 


Ala 


Gin 


Leu 


Glu 


Lys 
200 


Val 


Arg 


Ala 


Glu 


Trp 
205 


Glu 


Gin 


Glu 


His 


Arg 

210 


Thr 


Thr 


Cys 


Glu 


Ala 
215 


Phe 


Gin 


Leu 


Gin 


Glu 
220 


Phe 


Asp 


Arg 


Leu 


Thr 

225 


He 


Leu 


Arg 


Asn 


Ala 

230 


Leu 


Trp 


Val 


His 


Ser 
235 


Asn 


Gin 


Leu 


S^r 


Met 
240 


Gin 


Cys 


Val 


Lys 


Asp 
245 


Asp 


Glu 


Leu 


Tyr 


Glu 

250 


Glu 


Val 


Arg 


Leu 


Thr 
255 


Leu 


Glu 


Gly 


Cys 


Ser 
260 


He 


Asp 


Ala 


Asp 


He 
265 


Asp 


Ser 


Phe 


He 


Gin 
270 


Ala 


Lys 


Ser 


Thr 


Gly 
275 


Thr 


Glu 


Pro 


Pro 


Ala 

280 


Pro 


Val 


Pro 


Tyr 


Gin 
285 


Asn 


Ty r 


Tyr 


Asp 


Arg 
290 


Glu 


Val 


Thr 


Pro 


Leu 
295 


Thr 


Ser 


Ser 


Pro 


Gly 
300 


ne 


Gin 


Pro 


Ser 


Cys 
305 


Gly 


Met 


He 


I^ys 


Arg 
310 


Phe 


Ser 


Gly 


Leu 


I ieu 
315 


His 


Gly 


Ser 


Pro 


Lys 
320 


Thr 


Thr 


Ser 


Leu 


Ala 

325 


Ala 


Ser 


Ala 


Ala 


Ser 
330 


Thr 


Glu 


Thr 


Leu 


Thr 
335 


Pro 


Thr 


Pro 


Glu 


Arg 
340 


Asn 


Glu 


Gly 


Val 


Tyr 
345 


Thr 


Ala 


He 


Ala 


Val 

3 50 


Gin 


Glu 


He 


Gin 


Gly 

355 


Asn 


Pro 


Ala 


Ser 


Pro 
360 


Ala 


Gin 


Glu 


Tyr 


Arg 
365 


Ala 


Leu 


Tyr 


Asp 


Tyr 
370 


Thr 


Ala 


Gin 


Asn 


Pro 
375 


Asp 


Glu 


Leu 


Asp 


Leu 

380 


Ser 


Ala 


Gly 


Asp 


He 
385 


Leu 


Glu 


Val 


He 


Leu 
390 


Glu 


Gly 


Glu 


Asp 


Gly 
395 


Trp 


Trp 


Thr 


Val 


Glu 
400 


Arg 


Asn 


Gly 


Gin 


Arg 

405 


Gly 


Phe 


Val 


Pro 


Gly 
410 


Ser 


Tyr 


Leu 


Glu 


Lys 
415 


Leu 











<210> 15 
<211> 425 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1997814 

<400> 15 



Met 


Glu 


Gin 


Gly 


Leu 


Glu 


Glu 


Glu 


Glu 


Glu 


Val 


Asp 


Pro 


Arg 


He 


1 








5 










10 










15 


Gin 


Gly 


Glu 


Leu 


Glu 


Lys 


Leu 


Asn 


Gin 


Ser 


Thr 


Asp 


Asp 


He 


Asn 










20 










25 










30 


Arg 


Arg 


Glu 


Thr 


Glu 


Leu 


Glu 


Asp 


Ala 


Arg 


Gin 


Lys 


Phe 


Arg 


Ser 










35 










40 










45 


Val 


Leu 


Val 


Glu 


Ala 


Thr 


Val 


Lys 


Leu 


Asp 


Glu 


Leu 


Val 


Lys 


Lys 










50 










55 










60 


He 


Gly 


Lys 


Ala 


Val 


Glu 


Asp 


Ser 


Lys 


Pro 


Tyr 


Trp 


Glu 


Ala 


Arg 










65 










70 










75 


Arg 


Val 


Ala 


Arg 


Gin 


Ala 


Gin 


Leu 


Glu 


Ala 


Gin 


Lys 


Ala 


Thr 


Gin 
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80 85 90 

Asp Phe Gin Arg Ala Thr Glu Val Leu Arg Ala Ala Lys Glu Thr 

95 100 105 

lie Ser Leu Ala Glu Gin Arg Leu Leu Glu Asp Asp Lys Arg Gin 

110 115 120 

Phe Asp Ser Ala Trp Gin Glu Met Leu Asn His Ala Thr Gin Arg 

125 130 135 

Val Met Glu Ala Glu Gin Thr Lys Thr Arg Ser Glu Leu Val Hxs 

140 145 150 

Lys Glu Thr Ala Ala Arg Tyr Asn Ala Ala Met Gly Arg Met Arg 

155 160 165 

Gin Leu Glu Lys Lys Leu Lys Arg Ala lie Asn Lys Ser Lys Pro 

170 175 180 

Tyr Phe Glu Leu Lys Ala Lys Tyr Tyr Val Gin Leu Glu Gin Leu 

185 190 195 

Lys Lys Thr Val Asp Asp Leu Gin Ala Lys Leu Thr Leu Ala Lys 

200 205 210 

Gly Glu Tyr Lys Met Ala Leu Lys Asn Leu Glu Met lie Ser Asp 

215 220 225 

Glu lie His Glu Arg Arg Arg Ser Ser Ala Met Gly Pro Arg Gly 

230 235 240 

Cys Gly Val Gly Ala Glu Gly Ser Ser Thr Ser Val Glu Asp Leu 

245 250 255 

Pro Gly Ser Lys Pro Glu Pro Asp Ala lie Ser Val Ala Ser Glu 

260 265 270 

Ala Phe Glu Asp Asp Ser Cys Ser Asn Phe Val Ser Glu Asp Asp ■ 

275 280 285 

Ser Glu Thr Gin Ser Val Ser Ser °he Ser Ser Gly Pro Thr Ser 

290 295 300 

Pro Ser Glu Met Pro Asp Gin Phe Pro Ala Val Val Arg Pro Gly 

305 310 315 

Ser Leu Asp Leu Pro Ser Pro Val Ser Leu Ser Glu ?he Gly Met 

320 325 330 

Met Phe Pro Val Leu Gly Pro Arg Ser Glu Cys Ser Gly Ala Ser 

335 340 345 

Ser Pro Glu Cys Glu Val Glu Arg Gly Asp Arg Ala Glu Gly Ala 

350 355 360 

Glu Asn Lys Thr Ser Asp Lys Ala Asn Asn Asn Arg Gly Leu Ser 

365 370 375 

Ser Ser Ser Gly Ser Gly Gly Ser Ser Lys Ser Gin Ser Ser Thr 

380 385 390 

Ser Pro Glu Gly Gin Ala Leu Glu Asn Arg Met Lys Gin Leu Ser 

395 400 405 

Leu Gin Cys Ser Lys Gly Arg Asp Gly lie lie Ala Asp lie Lys 

410 415 420 
Met Val Gin lie Gly 

425 

<210> 16 
<211> 1135 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2299715 

<400> 16 

Met Ala Asn Asp Ser Pro Ala Lys Ser Leu Val Asp lie Asp Leu 

15 10 15 

Ser Ser Leu Arg Asp Pro Ala Gly lie Phe Glu Leu Val Glu Val 

20 25 30 

Val Gly Asn Gly Thr Tyr Gly Gin Val Tyr Lys Gly Arg His Val 

35 40 45 

Lys Thr Gly Gin Leu Ala Ala lie Lys Val Met Asp Val Thr Glu 

50 55 60 

Asp Glu Glu Glu Glu lie Lys Leu Glu lie Asn Met Leu Lys Lys 
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65 


Tyr 


Ser 


His 


His 


Arg 

80 


Lys 


Lys 


Ser 


Pro 


Pro 
95 


Glu 


Phe 


Cys 


Gly 


Ala 
110 


Lys 


Gly 


Asn 


Thr 


Leu 
125 


Glu 


He 


Leu 


Arg 


Gly 
140 


His 


Arg 


Asp 


He 


Lys 
155 


Gly 


Val 


Lys 


Leu 


Val 
170 


Thr 


Val 


Gly 


Arg 


Arg 
185 


Ala 


Pro 


Glu 


Val 


He 
200 


Asp 


Tyr 


Arg 


Ser 


Asp 
215 


Met 


Ala 


Glu 


Gly 


Ala 

230 


Ala 


Leu 


Phe 


Leu 


He 
245 


Lys 


Lys 


Trp 


Ser 


Lys 
260 


Val 


Lys 


Asn 


Tyr 


Met 
275 


His 


Pro 


Phe 


He 


Arg 

290 


Gin 


Leu 


Lys 


Asp 


His 
305 


Lys 


Asp 


Glu 


Thr 


Glu 

320 


Glu 


Glu 


Val 


Pro 


Glu 

335 


Val 


Pro 


Gly 


Glu 


Ser 
350 


Gin 


Glu 


Asn 


Lys 


Glu 
365 


Leu 


Gin 


Glu 


Gin 


Gin 

380 


Leu 


Leu 


Ala 


Glu 


Arg 

395 


Arg 


Arg 


Arg 


Leu 


Glu 
410 


Arg 


Gin 


Gin 


Glu 


Arg 
425 


Arg 


Arg 


Leu 


Glu 


Glu 
440 


Arg 


Arg 


Arg 


Ala 


Glu 
455 


Glu 


Tyr 


He 


Arg 


Arg 
470 


Val 


Leu 


Gin 


Gin 


Gin 
485 


Asp 


His 


Arg 


Arg 


Pro 

500 


Pro 


Gin 


Gin 


Glu 


Arg 
515 


Lys 


Ala 


His 


Tyr 


Glu 
530 


Arg 


Thr 


Thr 


Ser 


Arg 
545 


Leu 


Gin 


Gly 


Ser 


Gly 
560 




70 

Asn He Ala Thr Tyr 

85 

Gly His Asp Asp Gin 
100 

Gly Ser He Thr Asp 
115 

Lys Glu Asp Trp He 
130 

Leu Ala His Leu His 
145 

Gly Gin Asn Val Leu 
160 

Asp Phe Gly Val Ser 
175 

Asn Thr Phe He Gly 

190 

Ala Cys Asp Glu Asn 
205 

Leu Trp Ser Cys Gly 
220 

Pro Pro Leu Cys Asp 

235 

Pro Arg Asn Pro Pro 
250 

Lys Phe Phe Ser Phe 
265 

Gin Arg Pro Ser Thr 
280 

Asp Gin Pro Asn Glu 
295 

He Asp Arg Thr Arg 
310 

Tyr Glu Tyr Ser Gly 

325 

Gin Glu Gly Glu Pro 
340 

Thr Leu Arg Arg Asp 

355 

Arg Ser Glu Ala Leu 

370 

Leu Arg Glu Gin Glu 
385 

Gin Lys Arg He Glu 

400 

Glu Gin Gin Arg Arg 
415 

Glu Gin Arg Arg Arg 
430 

Leu Glu Arg Arg Arg 
445 

Glu Glu Lys Arg Arg 
460 

Gin Leu Glu Glu Glu 
475 

Leu Leu Gin Glu Gin 
490 

His Pro Gin His Ser 
505 

Ser Lys Pro Ser Phe 

520 

Pro Ala Asp Arg Ala 
535 

Ser Pro Val Leu Ser 
550 

Gin Gin Asn Ser Gin 
565 




75 

Tyr Gly Ala Phe He 
90 

Leu Trp Leu Val Met 

105 

Leu Val Lys Asn Thr 

120 

Ala Tyr He Ser Arg 
135 

He His His Val He 
150 

Leu Thr Glu Asn Ala 
165 

Ala Gin Leu Asp Arg 
180 

Thr Pro Tyr Trp Met 
195 

Pro Asp Ala Thr Tyr 
210 

He Thr Ala He Glu 
22 5 

Met His Pro Met Arg 
240 

Pro Arg Leu Lys Ser 
255 

He Glu Gly Cys Leu 
270 

Glu Gin Leu Leu Lys 
285 

Arg Gin Val Arg He 
300 

Lys Lys Arg Gly Glu 
315 

Ser Glu Glu Glu Glu 
330 

Ser Ser He Val Asn 
345 

Phe Leu Arg Leu Gin 
36C 

Arg Arg Gin Gin Leu 
375 

Glu Tyr Lys Arg Gin 
390 

Gin Gin Lys Glu Gin 
405 

Glu Arg Glu Ala Arg 
420 

Glu Gin Glu Glu Lys 
435 

Lys Glu Glu Glu Glu 
450 

Val Glu Arg Glu Gin 
465 

Gin Arg His Leu Glu 
480 

Ala Met Leu Leu His 
495 

Gin Gin Pro Pro Pro 
510 

His Ala Pro Glu Pro 
525 

Arg Glu Val Pro Val 
540 

Arg Arg Asp Ser Pro 
555 

Ala Gly Gin Arg Asn 
570 
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Ser Thr Ser 
Leu Val Pro 
Ser Gly Ser 
Gly Glu Arg 
Pro Ser Gin 
Lys Glu Val 
Ala Lys Glu 
Val Thr Asp 
Glu Glu Asp 
Ser Gly Pro 
Asn Gly Glu 
Val Glu Ser 
"le Val Arg 
Lys Ser Ser 
Gin lie Ser 
:> he Ser Cys 
'hr Arg Lys 
Pro Gin Ser 
Asn Ser Glu 
Val Gly Thr 
Gly Lys Val 
Asp Val Leu 
Lys Asp Lys 
lie Leu His 
Thr Val Gly 
Tyr Glu Arg 
Glu Val Tyr 
Phe Lys Ser 
His Ala Val 
Pro Thr His 
Leu Pro Asn 
Glu Gly Val 
Val Leu Gin 
Ser Asn Gin 




lie Glu Pro 
575 

Arg Pro Gly 
590 

Gin Pro Gly 
605 

Phe Arg Val 
620 

Arg Leu Glu 
635 

Phe Arg Pro 

650 
Leu Arg Ala 

665 

Tyr Ser Ser 

680 
Asp Asp Val 

695 

Glu Asp Thr 

710 
Thr Glu Ser 

725 
Glu Pro Ala 

740 
Gin Thr Gin 

755 
Ser Ser Phe 

770 
Pro Ser Ser 

785 
Asp Gly Met 

800 

Gly Ser Val 
815 

Asp Thr Pro 
830 

lie Leu Cys 
845 

Glu Ser Gly 
860 

Tyr Pro Leu 
875 

Glu Gly Leu 

890 
Leu Arg Val 

905 

Asn Asp Pro 
920 

Asp Leu Glu 

935 
lie Lys Phe 

950 

Ala Trp Ala 

965 
Phe Gly Glu 

980 
Asp Val Asp 

995 
lie Gin Cys 

1010 
Thr Asp Gly 

1025 
Tyr Val Asn 

1040 
Trp Gly Glu 

1055 
Thr Met Gly 



Arg Leu Leu 
Ser Gly Ser 
Ser His Pro 
Arg Ser Ser 
Asn Ala Val 
Leu Lys Pro 
Val Glu Asp 
Ser Ser Glu 
Glu Gin Glu 
Arg Ala Ala 
Val Lys Thr 
Met Thr Pro 
Ser Ala Ser 
Thr Pro Phe 
Gly Thr Thr 
Arg Pro Glu 
\/al Asn Val 
Glu lie Arg 
Ala Ala Leu 
Leu Met Leu 
lie Asn Arg 
Asn Val Leu 
Tyr Tyr Leu 
Glu Val Glu 
Gly Cys Val 
Leu Val lie 
Pro Lys Pro 
Leu Val His 
Ser Gly Ser 

1 

Ser lie Lys 

1 

Met Glu Leu 

1 

Thr Tyr Gly 

1 

Met Pro Thr 

1 

Trp Gly Glu 



Trp 


Glu 


Arg 


580 






Ser 


Ser 


Gly 


595 






Gly 


Ser 


Gin 


610 






Ser 


Lys 


Ser 


625 






Lys 


Lys 


Pro 


640 






Ala 


Asp 


Leu 


655 






Val 


Arg 


Pro 


670 






Glu 


Ser 


Gly 


685 






Gly 


Ala 


Asp 


700 






Ser 


Ser 


Leu 


715 






Met 


He 


Val 


730 






Ser 


Lys 


Glu 


745 






Ser 


Thr 


Leu 


760 






He 


Asp 


Pro 


775 






Val 


Thr 


Ser 


790 






AlH 


Tie 


Arg 


805 






Asn 


Pro 


Thr 


820 






Lys 


Tyr 


Lys 


835 






Trp 


Gly 


Val 


850 






Leu 


Asp 


Arg 


365 






Arg 


Arg 


Phe 


880 






Val 


Thr 


He 


895 






Ser 


Trp 


Leu 


910 






Lys 


Lys 


Gin 


925 






His 


Tyr 


Lys 


940 






Ala 


Leu 


Lys 


955 






Tyr 


His 


Lys 


970 






Gly 


Ser 


Cys 


985 






Val 


Tyr 


Asp 


000 






Pro 


His 


Ala 


015 






Leu 


Val 


Cys 


030 






Arg 


He 


Thr 


045 






Ser 


Val 


Ala 


060 






Lys 


Ala 


He 




Val 


Glu 


Lys 






585 


Ser 


Ser 


Asn 






600 


Ser 


Gly 


Ser 






615 


Glu 


Gly 


Ser 






630 


Glu 


Asp 


Lys 






645 


Thr 


Ala 


Leu 






660 


Pro 


His 


Lys 






675 


Thr 


Thr 


Asp 






690 


Glu 


Ser 


Thr 






705 


Asn 


Leu 


Ser 






720 


His 


Asp 


Asp 






735 


Gly 


Thr 


Leu 






750 


Gin 


Lys 


Kis 






765 


Arg 


Leu 


Leu 






780 


Val 


Val 


Gly 






795 


Gin 


Asp 


Pro 






310 


\sn 


Thr 


Arg 






325 


Lys 


Arg 


Phe 






340 


Asn 


Leu 


Leu 






855 


Ser 


Gly 


Gin 






870 


Gin 


Gin 


Met 






885 


Ser 


Gly 


Lys 






900 


Arg 


Asn 


Lys 






915 


Gly 


Trp 


Thr 






930 


Val 


Val 


Lys 






945 


Ser 


Ser 


Val 






960 


Phe 


Met 


Ala 






975 


Ala 


Gly 


Phe 






990 


He 


Tyr 


Leu 




1005 


He 


He 


He 




1020 


Tyr 


Glu 


Asp 




1035 


Lys 


Asp 


Val 




1050 


Tyr 


He 


Arg 




1065 


Glu 


He 


Arg 



18 



PF-0565 USN 





1070 








1075 








1080 


Ser Val Glu 


Thr 


Gly 


His 


Leu 


Asp 


Gly 


Val 


Phe 


Met 


His 


Lys 


Arg 




1085 








1090 








1095 


Ala Gin Arg 


Leu 


Lys 


rne 


Leu 


Cys 


Glu 


Arg 


Asn 


Asp 


Lys 


Val 


Phe 




1100 








1105 








1110 


Phe Ala Ser 


Val 


Arg 


Ser 


Gly 


Gly 


Ser 


Ser 


Gin 


Val 


Tyr 


Phe 


Met 




1115 








1120 








1125 


Thr Leu Gly 


Arg 


Thr 


Ser 


Leu 


Leu 


Ser 


Trp 














1130 








1135 












<210> 17 


























<211> 228 


























<212> PRT 


























<213> Homo 


sapiens 






















<220> 


























<2 21> misc_ 


feature 






















<J23> Incyte ID 


No: 


209* 


354 


















< 4 0 0 > 17 


























Met: Pro Thr 


Asn 


Cys 


Ala 


Ala 


Ala 


G i v 




Ala 


Thr 


Thr 


Tyr 


Asn 


1 




5 










J. u 










15 


Lys His lie 


Asn 


He 


Ser 


Phe 


His 


Arg 




Pro 


Leu 


Asp 


Pro 


Lys 






20 




















30 


Arg Arg Lys 


Glu 


Trp 


Val 


Arg 


Leu 


Val 


Arg 


Arg 


Lys 


Asn 


Phe 


Val 






35 










A () 










45 


Pro Gly Lys 


His 


Thr 


Phe 


Leu 


Cys 


Ser 


Lys 


His 


Phe 


Glu 


Ala 


Ser 






50 




















60 


Cys Phe Asp 


Leu 


Thr 


Gly 


Gin 


Thr 


Arg 


Arg 


Leu 


Lys 


Met 


Asp 


Ala 






65 










/ u 










75 


Val Pro Thr 


lie 


Phe 


Asp 


Phe 


Cys 


Ifli 


rl l fc> 


He 


Lys 


Ser 


Met: 


Lys 






80 




















90 


Lou Lys Ser 


Arg 


Asn 


Leu 


Leu 


Xjys 




Asn 


A^n 


Ser 


Cys 


Ser 


Pro 






95 










iUU 










105 


Ala Gly _ro 


Ser 


Asn 


Leu 


Lys 


Ser 


M.O I ± 


J- J. K± 


Ser 


Ser 


Gin 


Gin 


Val 






110 










115 










120 


Leu Leu Glu 


His 


Ser 


Tyr 


Ala 


Phe 


Arg 


Asn 


Pro 


Met 


Glu 


Ala 


Lys 






12 5 










130 










135 


Lys Arg lie 


lie 


Lys 


Leu 


Glu 


Lys 


o i u 


Hp 
lie 


A] a 


Ser 


Leu 


Arg 


Arg 






140 










TAR 










150 


Lys Met Lys 


Thr 


Cys 


Leu 


Gin 


Lys 




Arg 


Arg 


Ala 


Thr 


Arg 


Arg 






155 










160 










165 


Trp lie Lys 


Ala 


Thr 


Cys 


Leu 


Val 


Lys 


Asn 


Leu 


Glu 


Ala 


Asn 


Ser 






170 










175 










180 


Val Leu Pro 


Lys 


Gly 


Thr 


Ser 


Glu 


His 


Met 


Leu 


Pro 


Thr 


nld 


Leu 






185 










190 










195 


Ser Ser Leu 


Pro 


Leu 


Glu 


Asp 


Phe 


Lys 


He 


Leu 


Glu 


Gin 


Asp 


Gin 






200 










2 05 










210 


Gin Asp Lys 


Thr 


Leu 


Leu 


Ser 


Leu 


Asn 


Leu 


Lys 


Gin 


Thr 


Lys 


Ser 






215 










2 2 0 










22 5 


Thr Phe lie 


























<210> 18 


























<211> 503 


























<212> PRT 


























<213> Homo 


sapiens 






















<220> 


























<221> misc_ 


feature 






















<223> Incyte ID 


No : 


1384286 


















<400> 18 


























Met Ala Thr 


Thr 


Val 


Thr 


Cys 


Thr 


Arg 


Phe 


Thr 


Asp 


Glu 


Tyr 


Gin 


1 




5 










10 










15 


Leu Tyr Glu 


Asp 


He 


Gly 


Lys 


Gly 


Ala 


Phe 


Ser 


Val 


Val 


Arg 


Arg 






20 










25 










30 
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Cys Val Lys 
Asn Thr Lys 
Glu Ala Arg 
Leu His Asp 
Asp Leu Val 
Glu Tyr Tyr 
Leu Glu xAla 
Asp Leu Lys 
Ala Ala Val 
Gly Asp Gin 
Leu Ser Pro 
Asp lie Trp 
Tyr Pro Pro 
lie Lys Ala 
Val Thr Pro 
\sn Pro Ala 
Trp Val Cys 
Glu Thr Val 
Lys Gly Ala 
Ala Ala Lys 
His Thr Asn 
Gly Thr Leu 
Thr Thr lie 
lie Lys Thr 
Phe Glu Ala 
Glu Pro Glu 
Arg Phe Tyr 
His Thr Thr 
Ala Ala Cys 
Gin Gly Arg 
His Arg Arg 
Gly Ala Pro 

<210> 19 
<211> 433 




Leu Cys Thr 
35 

Lys Leu Ser 
50 

lie Cys Arg 
65 

Ser lie Ser 
80 

Thr Gly Gly 
95 

Ser Glu Ala 
110 

Val Leu His 
125 

Pro Glu Asn 

140 
Lys Leu Ala 

155 

Gin Ala Trp 

170 
Glu Val Leu 

185 

Ala Cys Gly 

200 
Phe Trp Asp 

215 
Gly Ala Tyr 

230 
Glu Ala Lys 

245 
Lys Arg lie 

260 

Gin Arg Ser 
275 

Glu Cys Leu 
290 

lie Leu Thr 
305 

Ser Leu Leu 

320 
Ser Thr Lys 

335 

Pro Pro Ala 
350 

Glu Asp Glu 

365 

Thr Glu Gin 

380 

Tyr Ala Lys 
395 

Ala Leu Gly 
410 

Phe Glu Asn 
425 

lie Leu Asn 
440 

lie Ala Tyr 
455 

Pro Arg Thr 
470 

Asp Gly Lys 
485 

Val Ala Pro 
500 



Gly His Glu 

Ala Arg Asp 

Leu Leu Lys 

Glu Glu Gly 

Glu Leu Phe 

Asp Ala Ser 

Cys His Gin 

Leu Leu Leu 

Asp Phe Gly 

Phe Gly Phe 

Arg Lys Glu 

Val lie Leu 

Glu Asp Gin 

Asp Phe Pro 

Asn Leu lie 

Thr Ala His 

Thr Val Ala 

Lys Lys Phe 

Thr Met Leu 

Asn Lys Lys 

Asn Ser Ala 

Ala Leu Glu 

Asp Ala Lys 

Leu lie Glu 

lie Cys Asp 

Asn Leu Val 

Leu Leu Ala 

Pro His Val 

lie Arg Leu 

Ser Gin Ser 

Trp Gin Asn 
Leu Gin 



Tyr 


Ala 


Ala 


40 






His 


Gin 


Lys 


55 






His 


Ser 


Asn 


70 






Phe 


His 


Tyr 


85 






Glu 


Asp 


He 


100 






His 


Cys 


He 


115 






Met 


Gly 


Val 


130 






Ala 


Ser 


Lys 


145 






Leu 


Ala 


He 


160 






Ala 


Gly 


Thr 


175 






Ala 


Tyr 


Gly 


190 






Tyr 


He 


Leu 


205 






His 


Lys 


Leu 


220 






Ser 


Pro 


Glu 


235 






Asn 


Gin 


Met 


250 






Glu 


Ala 


Leu 


265 






Ser 


Met 


:iet 


280 






Asn 


Ala 


Arg 


295 






Ala 


Thr 


Arg 


310 






Ala 


Asp 


Gly 


325 






Ala 


Ala 


Thr 


340 






Ser 


Ser 


Asp 


355 






Ala 


Arg 


Lys 


370 






Ala 


Val 


Asn 


385 






Pro 


Gly 


Leu 


400 






Glu 


Gly 


Met 


415 






Lys 


Asn 


Ser 


430 






His 


Val 


He 


445 






Thr 


Gin 


Tyr 


460 






Glu 


Glu 


Thr 


475 






Val 


His 


Phe 


490 








Lys He He 
45 

Leu Glu Arg 
60 

He Val Arg 
75 

Leu Val Phe 
90 

Val Ala Arg 
105 

Gin Gin He 
120 

Val His Arg 
135 

Cys Lys Gly 
150 

Glu Val Gin 
165 

Pro Gly Tyr 

180 

Lys Pro Val 
195 

Leu Val Gly 
210 

Tyr Gin Gin 
225 

Trp Asp Thr 
240 

Leu Thr He 
255 

Lys His Pro 
270 

His Arg Gin 
285 

Arg Lys Leu 
300 

Asn Phe Ser 
315 

Val Lys Pro 
330 

Ser Pro Lys 
345 

Ser Ala Asn 
360 

Gin Glu He 
375 

Asn Gly Asp 
390 

Thr Ser Phe 
405 

Asp Phe His 
420 

Lys Pro He 
435 

Gly Glu Asp 
450 

He Asp Gly 
465 

Arg Val Trp 
480 

His Cys Ser 
495 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1512656 

<400> 19 



Met 


Thr 


Gly 


Glu 


Ala 


Gin 


Ala 


Gly 


Arg 


Lys 


Arg 


Ser 


Arg 


Ala 


Arg 


1 








5 










10 










15 


Pro 


Glu 


Gly 


Thr 


Glu 
20 


Pro 


Val 


Arg 


Arg 


Glu 
25 


Arg 


Thr 


Gin 


Pro 


Gly 
30 


Leu 


Gly 


Pro 


Gly 


Arg 
35 


Ala 


Arg 


Ala 


Met 


Ala 
40 


Ala 


Glu 


Ala 


Thr 


Ala 

45 


Val 


Ala 


Gly 


Ser 


Gly 
50 


Ala 


Val 


Gly 


Gly 


Cys 
55 


Leu 


Ala 


Lys 


Asp 


Gly 
60 


Leu 


Gin 


Gin 


Ser 


Lys 
65 


Cys 


Pro 


Asp 


Thr 


Thr 
70 


Pro 


Lys 


Arg 


Arg 


Arg 
75 


Ala 


Ser 


Ser 


Leu 


Ser 
80 


Arg 


Asp 


Ala 


Glu 


Arg 
85 


Arg 


Ala 


Tyr 


Gin 


Trp 
90 


Cys 


Arg 


Glu 


Tyr 


Leu 
95 


Gly 


Gly 


Ala 


Trp 


Arg 
100 


Arg 


Val 


Gin 


Pro 


Glu 
105 


Glu 


Leu 


Arg 


Val 


Tyr 
110 


Pro 


Val 


Ser 


Gly 


Gly 
115 


Leu 


Ser 


Asn 


Leu 


Leu 
120 


Phe 


Arg 


Cys 


Ser 


Leu 

125 


Pro 


Asp 


His 


Leu 


Pro 
130 


Ser 


Val 


Gly 


Glu 


Glu 
135 


Pro 


Arg 


Glu 


Val 


Leu 
140 


Leu 


Arg 


Leu 


Tyr 


Gly 
145 


Ala 


He 


Leu 


Gin 


Gly 
150 


Val 


Asp 


Ser 


Leu 


Val 
155 


Leu 


Glu 


Ser 


Val 


Met 
160 


Phe 


Ala 


He 


Leu 


Ala 
165 


Glu 


Arg 


Ser 


Leu 


Gly 
17 0 


Pro 


Gin 


Leu 


Tyr 


Gly 

175 


Val 


Phe 


Pro 


Glu 


Gly 
180 


^ig 


Leu 


Glu 


Gin 


Tyr 
185 


He 


Pro 


Ser 


Arg 


Pro 
190 


jV^U 


Lys 


Thr 


Gin 


Glu 
195 


Leu 


Ary 


Glu 


Pro 


Val 
200 


Leu 


Ser 


Ala 


Ala 


He 

205 


Ala 


Thr 


Lys 


Met 


Ala 

210 


Gin 


Phe 


His 


Gly 


Met 
215 


Glu 


Met 


Pro 


Phe 


Thr 
220 


Lys 


Glu 


Pro 


His 


Trp 
225 


Leu 


Phe 


Gly 


Thr 


Met 
230 


Glu 


Arg 


Tyr 


Leu 


^ys 
235 


Gin 


He 


Gin 


Asp 


Leu 
240 


Pro 


Pro 


Thr 


Gly 


Leu 
245 


Pro 


Glu 


Met 


Asn 


Leu 
250 


Leu 


Glu 


Met 


Tyr 


Ser 
255 


Leu 


Lys 


Asp 


Glu 


Met 
260 


Gly 


Asn 


Leu 


Arg 


Lys 
265 


Leu 


Leu 


Glu 


Ser 


Thr 
270 


Pro 


Ser 


Pro 


Val 


Val 
275 


Phe 


Cys 


His 


Asn 


Asp 
280 


He 


Gin 


Glu 


Gly 


Asn 
285 


lie 


Leu 


Leu 


Leu 


Ser 
290 


Glu 


Pro 


Glu 


Asn 


Ala 
295 


Asp 


Ser 


Leu 


Met 


Leu 
300 


Val 


Asp 


Phe 


Glu 


Tyr 
305 


Ser 


Ser 


Tyr 


Asn 


Tyr 
310 


Arg 


Gly 


Phe 


Asp 


He 
315 


Gly 


Asn 


His 


Phe 


Cys 
320 


Glu 


Trp 


Val 


Tyr 


Asp 
325 


Tyr 


Thr 


His 


Glu 


Glu 
330 


Trp 


Pro 


Phe 


Tyr 


Lys 
335 


Ala 


Arg 


Pro 


Thr 


Asp 
340 


Tyr 


Pro 


Thr 


Gin 


Glu 
345 


Gin 


Gin 


Leu 


His 


Phe 
350 


He 


Arg 


His 


Tyr 


Leu 
355 


Ala 


Glu 


Ala 


Lys 


Lys 
360 


Gly 


Glu 


Thr 


Leu 


Ser 
365 


Gin 


Glu 


Glu 


Gin 


Arg 

370 


Lys 


Leu 


Glu 


Glu 


Asp 

375 


Leu 


Leu 


Val 


Glu 


Val 
380 


Ser 


Arg 


Tyr 


Ala 


Leu 
385 


Ala 


Ser 


His 


Phe 


Phe 
390 


Trp 


Gly 


Leu 


Trp 


Ser 
395 


He 


Leu 


Gin 


Ala 


Ser 
400 


Met 


Ser 


Thr 


He 


Glu 
405 


Phe 


Gly 


Tyr 


Leu 


Asp 
410 


Tyr 


Ala 


Gin 


Ser 


Arg 
415 


Phe 


Gin 


Phe 


Tyr 


Phe 
420 


Gin 


Gin 


Lys 


Gly 


Gin 
425 


Leu 


Thr 


Ser 


Val 


His 
430 


Ser 


Ser 


Ser 
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<210> 20 
<211> 527 
<212> PRT 

<213> Homo sapiens 
<220> 

<2 2 1> mi sc_ feature 

<223> Incyte ID No: 2098635 

<400> 20 



Met 


Ser 


Leu 


Cys 


Gly 


Ala 


Arg 


Ala 


Asn 


Ala 


Lys 


Met 


Met 


Ala 


Ala 


1 








5 










1 0 










1 5 


Tyr 


Asn 


Gly 


Gly 


Thr 


Ser 


Ala 


Ala 


Ala 


Ala 


Gly 


His 


His 


His 


His 










2 0 










2 5 










3 0 


His 


His 


His 


His 


Leu 


Pro 


His 


Leu 


Pro 


Pro 


Pro 


His 


Leu 


Leu 


His 










3 5 










4 0 










4 5 


Kis 


His 


His 


Pro 


Gin 


His 


His 


Leu 


His 


Pro 


Gly 


Ser 


Ala 


Ala 


Ala 










50 










55 










60 


Val 


His 


Pro 


Val 


Gin 


Gin 


His 


Thr 


Ser 


Ser 


Ala 


Ala 


Ala 


Ala 


Ala 










65 










70 










75 


Aia 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Met 


Leu 


Asn 


Pro 


Gly 


Gin 


Gin 










80 










85 










90 


Gin 


Pro 


Tyr 


Phe 


Pro 


Ser 


Pro 


Ala 


Pro 


Gly 


Gin 


Ala 


Pro 


Gly 


Pro 










95 










100 










105 


Ala 


Ala 


Ala 


Ala 


Pro 


Ala 


Gin 


Val 


Gin 


Ala 


Ala 


Ala 


Ala 


Ala 


Thr 










110 










115 










120 


Val 


Lys 


Ala 


His 


His 


His 


Gin 


His 


Ser 


His 


His 


Pro 


Gin 


Gin 


Gin 










12 5 










13 0 










13 5 


Leu 


Asp 


lie 


Glu 


Pro 


Asp 


Arg 


Pro 


He 


Gly 


Tyr 


Gly 


Aia 


Phe 


Gly 










140 










145 










150 


Val 


Val 


Trp 


Ser 


Val 


Thr 


Asp 


Pro 


Arg 


Asp 


Gly 


Lys 


Arg 


Val 


Ala 










155 










160 










165 


Leu 


Lys 


Lys 


Met 


Pro 


Asn 


Val 


Phe 


Gin 


Asn 


Leu 


Val 


Ser 


Cys 


Lys 










170 










175 










180 


Arg 


Ya 1 


Phe 


Arg 


Glu 


Leu 


Lys 


Met 


Leu 


Cys 


Phe 


Phe 


Lys 


His 


Asp 










185 










190 










195 


Asn 


Val 


Leu 


Ser 


Ala 


Leu 


Asp 


He 


Leu 


Gin 


Pro 


Pro 


His 


He 


Asp 










200 










2 05 










210 


Tyr 


Phe 


Glu 


Glu 


He 


Tyr 


Val 


Val 


Thr 


Glu 


Leu 


Met 


Gin 


Ser 


Asp 










215 










22 0 










22 5 


Lau 


His 


Lys 


He 


He 


Val 


Ser 


Pro 


Gin 


Pro 


Leu 


Ser 


Ser 


Asp 


His 










230 










23 5 










240 


Val 


Lys 


Val 


Phe 


Leu 


Tyr 


Gin 


He 


Leu 


Arg 


Gly 


Leu 


Lys 


Tyr 


Leu 










245 










250 










2 5 5 


His 


Ser 


Ala 


Gly 


He 


Leu 


His 


Arg 


Asp 


He 


Lys 


Pro 


Gly 


Asn 


Leu 










2 6 0 










2 65 










270 


Leu 


Val 


Asn 


Ser 


Asn 


Cys 


Val 


Leu 


Lys 


He 


C Y S 


Asp 


Phe 


Gly 


Leu 










275 










2 80 










2 85 


Ala 


Arg 


Val 


Glu 


Glu 


Leu 


Asp 


Glu 


Ser 


Arg 


His 


Met 


Thr 


Gin 


Glu 










2 9 0 










2 9 5 










3 0 0 


Val 


Val 


Thr 


Gin 


Tyr 


Tyr 


Arg 


Ala 


Pro 


Glu 


He 


Leu 


Met 


Gly 


Ser 










-) c 

J (J J 










310 










315 


Arg 


His 


Tyr 


Ser 


Asn 


Ala 


He 


Asp 


He 


Trp 


Ser 


Val 


Gly 


Cys 


He 










320 










325 










330 


Phe 


Ala 


Glu 


Leu 


Leu 


Gly 


Arg 


Arg 


He 


Leu 


Phe 


Gin 


Ala 


Gin 


Ser 










335 










340 










345 


Pro 


He 


Gin 


Gin 


Leu 


Asp 


Leu 


He 


Thr 


Asp 


Leu 


Leu 


Gly 


Thr 


Pro 










350 










355 










360 


Ser 


Leu 


Glu 


Ala 


Met 


Arg 


Thr 


Ala 


Cys 


Glu 


Gly 


Ala 


Lys 


Ala 


His 










365 










370 










375 


He 


Leu 


Arg 


Gly 


Pro 


His 


Lys 


Gin 


Pro 


Ser 


Leu 


Pro 


Val 


Leu 


Tyr 










380 










385 










390 


Thr 


Leu 


Ser 


Ser 


Gin 


Ala 


Thr 


His 


Glu 


Ala 


Val 


His 


Leu 


Leu 


Cys 










395 










400 










405 


Arg 


Met 


Leu 


Val 


Phe 


Asp 


Pro 


Ser 


Lys 


Arg 


He 


Ser 


Ala 


Lys 


Asp 










410 










415 










420 


Ala 


Leu 


Ala 


His 


Pro 


Tyr 


Leu 


Asp 


Glu 


Gly 


Arg 


Leu 


Arg 


Tyr 


His 
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425 430 435 

Thr Cys Met Cys Lys Cys Cys Phe Ser Thr Ser Thr Gly Arg Val 

440 445 450 

Tyr Thr Ser Asp Phe Glu Pro Val Thr Asn Pro Lys Phe Asp Asp 

455 460 465 

Thr Phe Glu Lys Asn Leu Ser Ser Val Arg Gin Val Lys Glu lie 

470 475 480 

lie His Gin Phe lie Leu Glu Gin Gin Lys Gly Asn Arg Val Pro 

485 490 495 

Leu Cys lie Asn Pro Gin Ser Ala Ala Phe Lys Ser Phe lie Ser 

500 505 510 

Ser Thr Val Ala Gin Pro Ser Glu Met Pro Pro Ser Pro Leu Val 

515 520 525 

Trp Glu 



<210> 21 
<211> 322 
<212> PRT 

<2 13 > Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2446646 

<400> 21 

Met Glu Gly lie Ser Asn Phe Lys Thr Pro Ser Lys Leu Ser Glu 

15 10 15 

Lys Lys Lys Ser Val Leu Cys Ser Thr Pro Tnr lie Asn lie Pro 

20 25 30 

Ala Ser Pro Phe Met Gin Lys Leu Gly Phe Gly Thr Gly Val Asn 

35 40 45 

Val Tyr Leu Met Lys Arg Ser Pro Arg Gly lieu Ser His Ser Pro 

50 55 60 

Trp Ala Val Lys Lys lie Asn Pro lie Cys Asn Asp His Tyr Arg 

65 70 75 

jer Val Tyr Gin Lys Arg Leu Met Asp Glu Ala Lys lie Leu Lys 

30 85 90 

Ser Leu His His Pro Asn lie Val Gly Tyr Arg Ala Phe Thr Glu 

95 100 105 

Ala Asn Asp Gly Ser Leu Cys Leu Ala Met Glu Tyr Gly Gly Glu 

110 115 120 

Lys Ser Leu Asn Asp Leu lie Glu Glu Arg Tyr Lys Ala Ser Gin 

125 130 135 

Asp Pro Phe Pro Ala Ala lie lie Leu Lys Val Ala Leu Asn Met 

140 145 150 

Ala Arg Gly Leu Lys Tyr Leu His Gin Glu Lys Lys Leu Leu His 

155 160 165 

Gly Asp lie Lys Ser Ser Asn Val Val lie Lys Gly Asp Phe Glu 

170 175 180 

Thr lie Lys lie Cys Asp Val Gly Val Ser Leu Pro Leu Asp Glu 

185 190 195 

Asn Met Thr Val Thr Asp Pro Glu Ala Cys Tyr lie Gly Thr Glu 

200 205 210 

Pro Trp Lys Pro Lys Glu Ala Val Glu Glu Asn Gly Val lie Thr 

215 220 225 

Asp Lys Ala Asp lie Phe Ala Phe Gly Leu Thr Leu Trp Glu Met 

230 235 240 

Met Thr Leu Ser lie Pro His lie Asn Leu Ser Asn Asp Asp Asp 

245 250 255 

Asp Glu Asp Lys Thr Phe Asp Glu Ser Asp Phe Asp Asp Glu Ala 

260 265 270 

Tyr Tyr Ala Ala Leu Gly Thr Arg Pro Pro lie Asn Met Glu Glu 

275 280 285 

Leu Asp Glu Ser Tyr Gin Lys Val lie Glu Leu Phe Ser Val Cys 

290 295 300 

Thr Asn Glu Asp Pro Lys Asp Arg Pro Ser Ala Ala His lie Val 
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305 

Glu Ala Leu Glu Thr Asp Val 
320 



310 



315 



<210> 22 
<211> 802 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2764911 

<400> 22 



Met 


Glu 


Glu 


Glu 


Gly 


Gly 


Ser 


Ser 


Gly 


Gly 


Ala 


Ala 


Gly 


Thr 


Ser 


1 








5 










10 










15 


Ala 


Asp 


Gly 


Gly 


Asp 


Gly 


Gly 


Glu 


Gin 


Leu 


Leu 


Thr 


Val 


Lys 


His 










20 










25 










30 


Glu 


Leu 


Arg 


Thr 


Ala 


Asn 


Leu 


Thr 


Gly 


His 


Ala 


Glu 


Lys 


Val 


Gly 










35 










40 










45 


lie 


Glu 


Asn 


Phe 


Glu 


Leu 


Leu 


Lys 


Val 


Leu 


Gly 


Thr 


Gly 


Ala 


Tyr 










50 










55 










60 


Gly 


Lys 


Val 


Phe 


Leu 


Val 


Arg 


Lys 


He 


Ser 


Gly 


His 


Asp 


Thr 


Gly 










65 










7 0 










75 


I,ys 


Leu 


Tyr 


Ala 


Met 


Lys 


Val 


Leu 


Lys 


Lys 


Ala 


Thr 


He 


Val 


Gin 










80 










85 










90 


Lys 


Ala 


Lys 


Thr 


Thr 


Glu 


His 


Thr 


Arg 


Thr 


Glu 


Arg 


Gin 


Val 


Leu 










95 










100 










105 


Glu 


His 


He 


Arg 


Gin 


Ser 


Pro 


Phe 


Leu 


Val 


Thr 


Leu 


His 


Tyr 


Ala 










110 










115 










120 


Phe 


Gin 


Thr 


Glu 


Thr 


Lys 


Leu 


His 


Leu 


He 


Leu 


Asp 


Tyr 


He 


Asn 










125 










130 










135 


Gly 


Gly 


Glu 


Leu 


Phe 


Thr 


His 


Leu 


Ser 


Gin 


Arg 


Glu 


Arg 


^he 


'Jhr 










140 










145 










150 


Glu 


His 


Glu 


Val 


Gin 


He 


Tyr 


Val 


Gly 


Glu 


He 


Val 


Leu 


Ala 


Leu 










155 










160 










165 


Glu 


His 


Leu 


His 


Lys 


Leu 


Gly 


He 


He 


Tyr 


Arg 


Asp 


He 


uys 


Leu 










170 










175 










180 


Glu 


Asn 


He 


Leu 


Leu 


Asp 


Ser 


Asn 


Gly 


His 


Val 


Val 


Leu 


Thr 


Asp 










185 










190 










195 


Phe 


Gly 


Leu 


Ser 


Lys 


Glu 


Phe 


Val 


Ala 


Asp 


Glu 


Thr 


Glu 


Arg 


Ala 










200 










205 










210 


Tyr 


Ser 


Phe 


Cys 


Gly 


Thr 


He 


Glu 


Tyr 


Met 


Ala 


Pro 


Asp 


He 


Val 










215 










220 










225 


Arg 


Gly 


Gly 


Asp 


Ser 


Gly 


His 


Asp 


Lys 


Ala 


Val 


Asp 


Trp 


Trp 


Ser 










230 










235 










240 


Leu 


Gly 


Val 


Leu 


Met 


Tyr 


Glu 


Leu 


Leu 


Thr 


Gly 


Ala 


Ser 


Pro 


Phe 










245 










250 










255 


Thr 


Val 


Asp 


Gly 


Glu 


Lys 


Asn 


Ser 


Gin 


Ala 


Glu 


He 


Ser 


Arg 


Arg 










260 










265 










270 


He 


Leu 


Lys 


Ser 


Glu 


Pro 


Pro 


Tyr 


Pro 


Gin 


Glu 


Met 


Ser 


Ala 


Leu 










275 










280 










285 


Ala 


Lys 


Asp 


Leu 


He 


Gin 


Arg 


Leu 


Leu 


Met 


Lys 


Asp 


Pro 


Lys 


Lys 










290 










295 










300 


Arg 


Leu 


Gly 


Cys 


Gly 


Pro 


Arg 


Asp 


Ala 


Asp 


Glu 


He 


Lys 


Glu 


His 










305 










310 










315 


Leu 


Phe 


Phe 


Gin 


Lys 


He 


Asn 


Trp 


Asp 


Asp 


Leu 


Ala 


Ala 


Lys 


Lys 










320 










325 










330 


Val 


Pro 


Ala 


Pro 


Phe 


Lys 


Pro 


Val 


He 


Arg 


Asp 


Glu 


Leu 


Asp 


Val 










335 










340 










345 


Ser 


Asn 


Phe 


Ala 


Glu 


Glu 


Phe 


Thr 


Glu 


Met 


Asp 


Pro 


Thr 


Tyr 


Ser 










350 










355 










360 


Pro 


Ala 


Ala 


Leu 


Pro 


Gin 


Ser 


Ser 


Glu 


Lys 


Leu 


Phe 


Gin 


Gly 


Tyr 










365 










370 










375 


Ser 


Phe 


Val 


Ala 


Pro 


Ser 


He 


Leu 


Phe 


Lys 


Arg 


Asn 


Ala 


Ala 


Val 










380 










385 










390 


He 


Asp 


Pro 


Leu 


Gin 


Phe 


His 


Met 


Gly 


Val 


Glu 


Arg 


Pro 


Gly 


Val 
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395 



400 



405 



Thr Asn Val Ala Arg Ser Ala Met Met Lys Asp Ser Pro Phe Tyr 

410 415 420 

Gin His Tyr Asp Leu Asp Leu Lys Asp Lys Pro Leu Gly Glu Gly 

425 430 435 

Ser Phe Ser lie Cys Arg Lys Cys Val His Lys Lys Ser Asn Gin 

440 445 450 

Ala Phe Ala Val Lys lie lie Ser Lys Arg Met Glu Ala Asn Thr 

455 460 465 

Gin Lys Glu lie Thr Ala Leu Glu Leu Cys Glu Gly His Pro Asn 

470 475 480 

lie Val Lys Leu His Glu Val Phe His Asp Gin Leu His Thr Phe 

485 490 495 

Leu Val Met Glu Leu Leu Asn Gly Gly Glu Leu Phe Glu Arg lie 

500 505 510 

Lys Lys Lys Lys His Phe Ser Glu Thr Glu Ala Ser Tyr lie Met 

515 520 525 

Arg Lys Leu Val Ser Ala Val Ser His Met His Asp Val Gly Val 

530 535 540 

Val His Arg Asp Leu Lys Pro Glu Asn Leu Leu Phe Thr Asp Glu 

545 550 555 

Asn Asp Asn Leu Glu lie Lys lie lie Asp Phe Gly Phe Ala Arg 

560 565 570 

Leu Lys Pro Pro Asp Asn Gin Pro Leu Lys Thr Pro Cys Phe Thr 

575 580 ■ 585 

Leu His Tyr Ala Ala Pro Glu Leu Leu Asn Gin Asn Gly Tyr Asp 

590 595 600 

Glu Ser Cys Asp Leu Trp Ser Leu Gly Val lie Leu Tyr Thr Met 

605 610 615 

Leu Ser Gly Gin Val Pro Phe Gin Ser His Asp Arg Ser Leu Thr 

620 625 630 

':ys m hr Ser Ala Val Glu Tie Met Lys Lys lie uys Lys Gly Asp 

635 640 ' 645 

Phe Ser Phe Glu Gly Glu Ala Trp Lys Asn Val Ser Gin. Glu Ala 

550 655 660 

Lys Asp Leu lie Gin Gly Leu Leu Thr Val Asp ?ro Asn Lys Arg 

665 670 675 

Leu Lys Met Ser Gly Leu Arg Tyr Asn Glu Trp Leu Gin Asp Gly 

680 685 690 

Ser Gin Leu Ser Ser Asn Pro Leu Met Thr Pro Asp lie Leu Gly 

695 700 705 

Ser Ser Gly Ala Ala Val His Thr Cys Val Lys Ala Thr Phe His 

710 715 720 

Ala Phe Asn Lys Tyr Lys Arg Glu Gly Phe Cys Leu Gin Asn Val 

725 730 735 

Asp Lys Ala Pro Leu Ala Lys Arg Arg Lys Met Lys Lys Thr Ser 

740 745 750 

Thr Ser Thr Glu Thr Arg Ser Ser Ser Ser Glu Ser Ser His Ser 

755 760 765 

Ser Ser Ser His Ser His Gly Lys Thr Thr Pro Thr Lys Thr Leu 

770 775 780 

Gin Pro Ser Asn Pro Ala Asp Ser Asn Asn Pro Glu Thr Leu Phe 

785 790 795 
Gin Phe Ser Asp Ser Val Ala 



<210> 23 
<211> 641 
<212> PRT 

<213> Homo sapiens 
<220> 

<22 1> raisc_f eature 

<223> Incyte ID No: 3013946 

<400> 23 

Met Ala Thr Thr Val Thr Cys Thr Arg Phe Thr Asp Glu Tyr Gin 



800 



25 



PF-0565 USN 
1 

Leu Tyr Glu 
Cys Val Lys 
Asn Thr Lys 
Glu Ala Arg 
Leu His Asp 
Asp Leu Val 
Glu Tyr Tyr 
Leu Glu Ala 
Asp Leu Lys 
Ala Ala Val 
Gly Asp Gin 
Leu Ser Pro 
Asp lie Trp 
Tyr Pro Pro 
lis Lys Ala 
Val Thr Pro 
Asn Pro Ala 
Trp Val Cys 
Glu Thr Val 
Lys Gly Ala 
Ala Lys Ser 
Thr Asn Ser 
Thr Leu Pro 
Asn Pro Val 
Thr lie Glu 
Leu Ser Ser 
Pro Leu Pro 
Pro Ser Pro 
Ser Gly Thr 
Pro Cys Leu 
Pro Arg lie 
Thr Pro Glu 
Pro Ser Pro 




5 

Asp lie Gly 

20 

Leu Cys Thr 

35 

Lys Leu Ser 
50 

lie Cys Arg 
65 

Ser lie Ser 
80 

Thr Gly Gly 
95 

Ser Glu Ala 

110 
Val Leu His 

125 
Pro Glu Asn 

140 
Lys Leu Ala 

155 

Gin Ala Trp 
170 

Glu Val Leu 
185 

Ala Cys Gly 

200 
Phe Trp Asp 

215 

Gly Ala Tyr 
230 

Glu Ala Lys 

245 
Lys Arg lie 

260 
Gin Arg Ser 

275 

Glu Cys Leu 

290 
lie Leu Thr 

305 

Leu Leu Asn 
320 

Thr Lys Asn 
335 

Pro Ala Ala 
350 

Asp Gly lie 
365 

Asp Glu Asp 
380 

Val Arg Arg 
395 

Cys Pro Ser 
410 

Arg lie Ser 

425 
Pro Glu Ala 

440 

Ser Pro Ala 
455 

Ser Asp lie 
470 

Ala Lys Gly 

485 
Thr lie Pro 

500 



Lys Gly Ala 
Gly His Glu 
Ala Arg Asp 
Leu Leu Lys 
Glu Glu Gly 
Glu Leu Phe 
Asp Ala Ser 
Cys His Gin 
Leu Leu Leu 
Asp Phe Gly 
Phe Gly Phe 
Arg Lys Glu 
Val lie Leu 
Glu Asp Gin 
Asp Phe Pro 
Asn Leu lie 
Thr Ala His 
Thr Val A La 
Lys I-ys Phe 
Thr Met Leu 
Lys Lys Ala 
Ser Ala Ala 
Leu Glu Pro 
Lys Glu Ser 
Ala Lys Ala 
Gly Ser Gly 
Pro Ala Pro 
Asp lie Leu 
Glu Gly Pro 
Leu Leu Gly 
Leu Asn Ser 
Pro Ser Pro 
Gly Pro Leu 



10 

Phe Ser Val 
25 

Tyr Ala Ala 
40 

His Gin Lys 
55 

His Ser Asn 
70 

Phe His Tyr 
85 

Glu Asp lie 
100 

His Cys lie 
115 

Met Gly Val 

130 

Ala Ser Lys 
145 

Leu Ala lie 
160 

Ala Gly Thr 
175 

Ala Tyr Gly 
190 

Tyr lie Leu 
205 

His Lys Leu 
220 

Ser Pro Glu 
235 

Asn Gin Met 

250 

Glu Ala Leu 
265 

Ser Met Met 
280 

Asn Ala Arg 
295 

Ala Thr Arg 
310 

Asp Gly Val 
325 

Ala Thr Ser 
340 

Gin Thr Thr 
355 

Ser Asp Ser 
370 

Pro Arg Val 
385 

Ala Pro Glu 
400 

Phe Gly Pro 
415 

Asn Ser Val 
430 

Leu Ser Ala 
445 

Pro Leu Ser 
460 

Val Arg Arg 
475 

Val Gly Pro 
490 

Pro Thr Pro 

505 




15 

Val Arg Arg 
30 

Lys lie lie 
45 

Leu Glu Arg 
60 

lie Val Arg 
75 

Leu Val Phe 
90 

Val Ala Arg 
105 

Gin Gin lie 
120 

Val His Arg 
135 

Cys Lys Gly 
150 

Glu Val Gin 
165 

Pro Gly Tyr 
180 

Lys Pro Val 
195 

Leu Val Gly 
210 

Tyr Gin Gin 
2 2 5 

^rp Asp Thr 
240 

Leu Thr ;:le' 
255 

Lys His Pro 
270 

His Arg Gin 
285 

Arg Lys Leu 
300 

Asn Phe Ser 
315 

Lys Pro Gin 
330 

Pro Lys Gly 
345 

Val lie His 
360 

Ala Asn Thr 
375 

Pro Asp lie 

390 

Ala Glu Gly 
405 

Leu Pro Ala 
420 

Arg Arg Gly 
435 

Gly Pro Pro 
450 

Ser Pro Ser 
465 

Gly Ser Gly 
480 

Pro Pro Cys 
495 

Ser Arg Lys 
510 
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Gin 


Glu 


He 


He 


Lys 
515 


Thr 


Thr 


Glu 


Gin 


Leu 
520 


He 


Glu 


Ala 


Val 


Asn 


Gly 


Asp 


Phe 


Glu 
530 


Ala 


Tyr 


Ala 


Lys 


He 
535 


Cys 


Asp 


Pro 


Gly 


Thr 


Ser 


Phe 


Glu 


Pro 
545 


Glu 


Ala 


Leu 


Gly 


Asn 
550 


Leu 


Val 


Glu 


Gly 


Asp 


Phe 


His 


Arg 


Phe 
560 


Tyr 


Phe 


Glu 


Asn 


Leu 
565 


Leu 


Ala 


Lys 


Asn 


Lys 


Pro 


He 


His 


Thr 
575 


Thr 


He 


Leu 


Asn 


Pro 
580 


His 


Val 


His 


Val 


Gly 


Glu 


Asp 


Ala 


Ala 

590 


Cys 


He 


Ala 


Tyr 


He 
595 


Arg 


Leu 


Thr 


Gin 


He 


Asp 


Gly 


Gin 


Gly 
605 


Arg 


Pro 


Arg 


Thr 


Ser 
610 


Gin 


Ser 


Glu 


Glu 


Arg 


Val 


Trp 


His 


Arg 
620 


Arg 


Asp 


Gly 


Lys 


Trp 
625 


Gin 


Asn 


Val 


His 


His 


Cys 


Ser 


Gly 


Ala 
635 


Pro 


Val 


Ala 


Pro 


Leu 
640 


Gin 









525 
Leu 
540 
Met 
555 
Ser 
570 
He 
585 
Tyr 
600 
Thr 
615 
Phe 
630 



<210> 24 
<211> 588 
<212> PRT 
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<22 0> 

<2 2 1> misc_f eature 

<223> Incyte ID No: 067967 

■'400> 24 

Met Gly Gly Thr Ala Arg Gly Pro Gly Arg Lys Asu Ala Gly Pro 

15 10 15 

Pro Gly Ala Gly Leu Pro Pro Gin Gin Arg Arg Leu Gly Asp Gly 

20 25 30 

Val Tyr Asp Thr ?he Met Met He Asp Glu Thr Lys Cys Pro Pro 

35 40 45 

Cys Ser Asn Val Leu Cys Asn Pro Ser Glu Pro Pro Ser Pro Arg 

50 55 60 

Arg Leu Asn Met Thr Thr Glu Gin Phe Thr Gly Asp His Thr Gin 

65 70 75 

His Phe Leu Asp Gly Gly Glu Met Lys Val Glu Gin Leu Phe Gin 

80 85 90 

Glu Phe Gly Asn Arg Lys Ser Asn Thr He Gin Ser Asp Gly He 

95 100 105 

Ser Asp Ser Glu Lys Cys Ser Pro Thr Val Ser Gin Gly Lys Ser 

110 115 120 

Ser Asp Cys Leu Asn Thr Val Lys Ser Asn Ser Ser Ser Lys Ala 

125 130 135 

Pro Lys Val Val Pro Leu Thr Pro Glu Gin Ala Leu Lys Gin Tyr 

140 145 150 

Lys His His Leu Thr Ala Tyr Glu Lys Leu Glu He He Asn Tyr 

155 160 165 

Pro Glu He Tyr Phe Val Gly Pro Asn Ala Lys Lys Arg His Gly 

170 175 180 

Val He Gly Gly Pro Asn Asn Gly Gly Tyr Asp Asp Ala Asp Gly 

185 190 195 

Ala Tyr He His Val Pro Arg Asp His Leu Ala Tyr Arg Tyr Glu 

200 205 210 

Val Leu Lys He He Gly Lys Gly Ser Phe Gly Gin Val Ala Arg 

215 220 225 

Val Tyr Asp His Lys Leu Arg Gin Tyr Val Ala Leu Lys Met Val 

230 235 240 

Arg Asn Glu Lys Arg Phe His Arg Gin Ala Ala Glu Glu He Arg 

245 250 255 

He Leu Glu His Leu Lys Lys Gin Asp Lys Thr Gly Ser Met Asn 

260 265 270 

Val He His Met Leu Glu Ser Phe Thr Phe Arg Asn His Val Cys 

275 280 285 
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Met 


Ala 


Phe 


Glu 


Leu 


Leu 


Ser 


He 


Asp 


Leu 


Tyr 


Glu 


Leu 


He 


Lys 










290 










295 










300 


Lys 


Asn 


Lys 


Phe 


Gin 


Gly 


Phe 


Ser 


Val 


Gin 


Leu 


Val 


Arg 


Lys 


Phe 










305 










310 










315 


Ala 


Gin 


Ser 


He 


Leu 


Gin 


Ser 


Leu 


Asp 


Ala 


Leu 


His 


Lys 


Asn 


Lys 










320 










325 










330 


He 


He 


His 


Cys 


Asp 


Leu 


Lys 


Pro 


Glu 


Asn 


He 


Leu 


Leu 


Lys 


His 










335 










340 










345 


His 


Gly 


Arg 


Ser 


Ser 


Thr 


Lys 


Val 


He 


Asp 


Phe 


Gly 


Ser 


Ser 


Cys 










350 










355 










360 


Phe 


Glu 


Tyr 


Gin 


Lys 


Leu 


Tyr 


Thr 


Tyr 


He 


Gin 


Ser 


Arg 


Phe 


Tyr 










365 










370 










375 


Arg 


Ala 


Pro 


Glu 


He 


He 


Leu 


Gly 


Ser 


Arg 


Tyr 


Ser 


Thr 


Pro 


He 










380 










385 










390 


Asp 


He 


Trp 


Ser 


Phe 


Gly 


Cys 


He 


Leu 


Ala 


Glu 


Leu 


Leu 


Thr 


Gly 










395 










400 










405 


Gin 


Pro 


Leu 


Phe 


Pro 


Gly 


Glu 


Asp 


Glu 


Gly 


Asp 


Gin 


Leu 


Ala 


Cys 










410 










415 










420 


Met 


Met 


Glu 


Leu 


Leu 


Gly 


Met 


Pro 


Pro 


Pro 


Lys 


Leu 


Leu 


Glu 


Gin 










425 










430 










435 


Ser 


Lys 


Arg 


Ala 


Lys 


Tyr 


Phe 


He 


Asn 


Ser 


Lys 


Gly 


He 


Pro 


Arg 










440 










445 










450 


Tyr 


Cys 


Ser 


Val 


Thr 


Thr 


Gin 


Ala 


Asp 


Gly 


Arg 


Val 


Val 


Leu 


Val 










455 










460 










465 


Gly 


Gly 


Arg 


Ser 


Arg 


Arg 


Gly 


Lys 


Lys 


Arg 


Gly 


Pro 


Pro 


Gly 


Ser 










470 










475 










480 


Lys 


Asp 


Trp 


Gly 


Thr 


Ala 


Leu 


Lys 


Gly 


Cys 


Asp 


Asp 


Tyr 


Leu 


Phe 










485 










490 










495 


He 


Glu 


Phe 


Leu 


Lys 


Arg 


Cys 


Leu 


His 


Trp 


Asp 


Pro 


Ser 


Ala 


Arg 










500 










505 










510 


Lei i 


Thr 


Pro 


Ala 


Gin 


Ala 


Leu 


Arg 


His 


Pro 


Trp 


He 


Ser 


Lys 


Ser 










515 










520 










525 


Val 


Pro 


Arg 


Pro 


Leu 


Thr 


Thr 


He 


Asp 


Lys 


Val 


Ser 


Gly 


Lys 


Arg 










530 










535 










540 


Val 


Val 


Asn 


Pro 


Ala 


Ser 


Ala 


Phe 


Gin 


Gly 


Leu 


Gly 


Ser 


Lys 


Leu 










545 










550 










555 


Pro 


Pro 


Val 


Val 


Gly 


He 


Ala 


Asn 


Lys 


Leu 


Lys 


Ala 


Asn 


Leu 


Met 










560 










565 










570 


Ser 


Glu 


Thr 


Asn 


Gly 


Ser 


He 


Pro 


Leu 


Cys 


Ser 


Val 


Leu 


Pro 


Lys 










575 










580 










585 


Leu 


He 


Ser 
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<22 
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No : 
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<400> 25 


























Met 


Ser 


Asp 


Val 


Cys 


Ser 


Ser 


Gin 


Arg 


Ala 


Glu 


His 


Glu 


His 


Leu 


1 








5 










10 










15 


Pro 


Gly 


Leu 


Val 


Pro 


Pro 


Pro 


Ser 


Gly 


Met 


Gly 


Val 


Arg 


Lys 


Gly 










20 










25 










30 


Ser 


Ser 


Pro 


Leu 


Lys 


Ser 


His 


Pro 


Cys 


Arg 


Glu 


Lys 


Ser 


Val 


Ser 










35 










40 










45 


Asn 


Arg 


Arg 


Ser 


Gly 


Lys 


Thr 


He 


Val 


Arg 


Ser 


Ala 


Val 


Glu 


Glu 










50 










55 










60 


Val 


Arg 


Thr 


Ala 


Gly 


Leu 


Phe 


Arg 


Ser 


Gly 


Phe 


Ser 


Glu 


Glu 


Lys 










65 










70 










75 


Ala 


Thr 


Gly 


Lys 


Leu 


Phe 


Ala 


Val 


Lys 


Cys 


He 


Pro 


Lys 


Lys 


Ala 










80 










85 










90 


Leu 


Lys 


Gly 


Lys 


Glu 


Ser 


Ser 


He 


Glu 


Asn 


Glu 


lie 


Ala 


Val 


Leu 










95 










100 










105 



28 



PF-0565 USN 



Arg 


Lys 


He 


Lys 


His 
110 


Glu 


Asn 


He 


Val 


Ala 
115 


Leu 


Glu 


Asp 


He 


Tyr 
120 


Glu 


Ser 


Pro 


Asn 


His 
125 


Leu 


Tyr 


Leu 


Val 


Met 
130 


Gin 


Leu 


Val 


Ser 


Gly 
135 


Gly 


Glu 


Leu 


Phe 


Asp 
140 


Arg 


He 


Val 


Glu 


Lys 
145 


Gly 


Phe 


Tyr 


Thr 


Glu 
150 


Lys 


Asp 


Ala 


Ser 


Thr 

155 


Leu 


He 


Arg 


Gin 


Val 
160 


Leu 


Asp 


Ala 


Val 


Tyr 
165 


Tyr 


Leu 


His 


Arg 


Met 
170 


Gly 


He 


Val 


His 


Arg 
175 


Asp 


Leu 


Lys 


Pro 


Glu 
180 


Asn 


Leu 


Leu 


Tyr 


Tyr 
185 


Ser 


Gin 


Asp 


Glu 


Glu 
190 


Ser 


Lys 


He 


Met 


He 
195 


Ser 


Asp 


Phe 


Gly 


Leu 
200 


Ser 


Lys 


Met 


Glu 


Gly 
205 


Lys 


Gly 


Asp 


Val 


Met 
210 


Ser 


Thr 


Ala 


Cys 


Gly 
215 


Thr 


Pro 


Gly 


Tyr 


Val 
220 


Ala 


Pro 


Glu 


Val 


Leu 
225 


Ala 


Gin 


Lys 


Pro 


Tyr 

230 


Ser 


Lys 


Ala 


Val 


Asp 

235 


Cys 


Trp 


Ser 


He 


Gly 
240 


Val 


lie 


Ala 


Tyr 


Tie 
245 


Leu 


Leu 


Cys 


Gly 


Tyr 
250 


Pro 


Pro 


Phe 


Tyr 


Asp 
255 


Glu 


Asn 


Asp 


Ser 


Lys 
260 


Leu 


Phe 


Glu 


Gin 


He 
265 


Leu 


Lys 


Ala 


Glu 


Tyr 
270 


Glu 


Phe 


Asp 


Ser 


Pro 
275 


Tyr 


Trp 


Asp 


Asp 


He 
280 


Ser 


Asp 


Ser 


Ala 


Lys 
285 


Asp 


Phe 


He 


Arg 


Asn 
290 


Leu 


Met 


Glu 


Lys 


Asp 
295 


Pro 


Asn 


Lys 


Arg 


Tyr 
300 


Thr 


Cys 


Glu 


Gin 


Ala 

305 


Ala 


Arg 


His 


Pro 


Trp 

310 


He 


Alc«. 


Gly 


Asp 


Thr 
315 


Ala 


Leu 


Asn 


Lys 


Asn 

320 


He 


His 


Glu 


Ser 


Val 
325 


Ser 


Ala 


Gin 


He 


Arg 

330 


Lys 


Asn 


Phe 


Ala 


Lys 
335 


Ser 


Lys 


Trp 


Arg 


Gin 
340 


Ala 


Phe 


Asn 


Ala 


Thr 
345 


Ala 


Val 


Val 


Arg 


His 
350 


Met 


Arg 


Lys 


Leu 


His 

355 


Leu 


■3ly 


Ser 


Ser 


Leu 

360 


Asp 


Ser 


Ser 


Asn 


Ala 
365 


Ser 


Val 


Ser 


Ser 


Ser 
370 


Leu 


Ser 


Leu 


Ala 


Ser 
375 


Gin 


Lys 


Asp 


Cys 


Ala 

380 


Tyr 


Val 


Ala 


Lys 


Pro 
3R5 


Glu 


Ser 


Leu 


Ser 





<210> 26 
<211> 343 
<212> PRT 

<213> Homo sapiens 
<220> 

<2 2 1> misc_f eature 

<223> Incyte ID No: 283746 

<400> 26 



Met 


He 


Gly 


Glu 


Glu 


Ala 


Met 


He 


Asn 


Tyr 


Glu 


Asn 


Phe 


Leu 


Lys 


1 








5 










10 










15 


Val 


Gly 


Glu 


Lys 


Ala 
20 


Gly 


Ala 


Lys 


Cys 


Lys 
25 


Gin 


Phe 


Phe 


Thr 


Ala 
30 


Lys 


Val 


Phe 


Ala 


Lys 
35 


Leu 


Leu 


His 


Thr 


Asp 
40 


Ser 


Tyr 


Gly 


Arg 


He 
45 


Ser 


He 


Met 


Gin 


Phe 
50 


Phe 


Asn 


Tyr 


Val 


Met 
55 


Arg 


Lys 


Val 


Trp 


Leu 
60 


His 


Gin 


Thr 


Arg 


He 

65 


Gly 


Leu 


Ser 


Leu 


Tyr 

70 


Asp 


Val 


Ala 


Gly 


Gin 

75 


Gly 


Tyr 


Leu 


Arg 


Glu 

80 


Ser 


Asp 


Leu 


Glu 


Asn 

85 


Tyr 


He 


Leu 


Glu 


Leu 
90 


He 


Pro 


Thr 


Leu 


Pro 
95 


Gin 


Leu 


Asp 


Gly 


Leu 

100 


Glu 


Lys 


Ser 


Phe 


Tyr 
105 


Ser 


Phe 


Tyr 


Val 


Cys 
110 


Thr 


Ala 


Val 


Arg 


Lys 
115 


Phe 


Phe 


Phe 


Phe 


Leu 
120 


Asp 


Pro 


Leu 


Arg 


Thr 

125 


Gly 


Lys 


He 


Lys 


He 
130 


Gin 


Asp 


He 


Leu 


Ala 
135 



29 



PF-0565 USN 



Cys 


Ser 


Phe 


Leu 


Asp 
140 


Asp 


Leu 


Leu 


Glu 


Leu 
145 


Arg 


Asp 


Glu 


Glu 


Leu 
150 


Ser 


Lys 


Glu 


Ser 


Gin 
155 


Glu 


Thr 


Asn 


Trp 


Phe 
160 


Ser 


Ai a 


Pro 


Ser 


Ala 
165 


Leu 


Arg 


Val 


Tyr 


Gly 
170 


Gin 


Tyr 


Leu 


Asn 


Leu 
175 


Asp 


Lys 


Asp 


His 


Asn 
180 


Gly 


Met 


Leu 


Ser 


Lys 

185 


Glu 


Glu 


Leu 


Ser 


Arg 

190 


Tyr 


Gly 


Thr 


Ala 


Thr 

195 


Met 


Thr 


Asn 


Val 


Phe 

200 


Leu 


Asp 


Arg 


val 


Pne 
205 


(jin 


LilU 


Cys 


Leu 


i nr 
210 


Tyr 


Asp 


Gly 


Glu 


Met 
215 


Asp 


Tyr 


Lys 


Thr 


Tyr 
220 


Leu 


Asp 


Phe 


va i 


Leu 
2 2 5 


Ala 


Leu 


Glu 


Asn 


Arg 

230 


Lys 


Glu 


Pro 


Ala 


Ala 
235 


Leu 


Gin 


Tyr 


Tl- 
116 


Phe 
240 


Lys 


Leu 


Leu 


Asp 


lie 

245 


Glu 


Asn 


Lys 


oiy 


Tyr 

250 


Leu 


Asn 


va i 


rne 


Ser 
255 


Leu 


Asn 


Tyr 


Phe 


Phe 
260 


Arg 


Ala 


lie 


Gin 


Glu 
265 


Leu 


Me t 


Lys 


lie 


His 
270 


Gly 


Gin 


Asp 


Pro 


Val 
275 


Ser 


Phe 


Gin 


Asp 


Val 
280 


Lys 


Asp 


Glu 


•r1 _ 

lie 


Phe 
285 


Asp 


Met 


V ^1 


Lys 


Pro 
290 


Lys 


Asp 


Pro 


Leu 


Lys 
295 


lie 


Ser 


Leu 


Gin 


Asp 
300 


Leu 


lie 


Asn 


Ser 


Asn 
305 


Gin 


Gly 


Asp 


Thr 


Val 
310 


Thr 


Thr 


lie 


Leu 


lie 
315 


Asp 


Leu 


Asn 


Gly 


Phe 

320 


Trp 


Thr 


Tyr 


Glu 


Asn 

325 


Arg 


Glu 


Ala 


Leu 


Val 

330 


Ala 


Asn 


Asp 


Ser 


Glu 

335 


Asn 


Ser 


Ala 


Asp 


Leu 
340 


Asp 


Asp 


Thr 







<210> 27 

<211> 134 

<:M2> PRT 

<213> Homo sapiens 

<220> 

< 2 2 1 > misc_feature 

<223> Incyte ID No: 2696537 

< 100> 27 



Met 


Gly 


Asn 


Gly 


Met 


Asn 


Lys 


He 


Leu 


Pro 


Gly 


Leu 


Tyr 


He 


Gly 


1 








5 










10 










15 


Asn 


Phe 


Lys 


Asp 


Ala 

20 


Arg 


Asp 


Ala 


Glu 


Gin 

25 


Leu 


Ser 


Lys 


Asn 


Lys 

30 


Val 


Thr 


His 


He 


Leu 
35 


Ser 


Val 


His 


Asp 


Ser 
40 


Ala 


Arg 


Pro 


Met 


Leu 
45 


Glu 


Gly 


Val 


Lys 


Tyr 
50 


Leu 


Cys 


He 


Pro 


Ala 
55 


Ala 


Asp 


Ser 


Pro 


Ser 
60 


Gin 


Asn 


Leu 


Thr 


Arg 
65 


His 


Phe 


Lys 


Glu 


Ser 
70 


He 


Lys 


Phe 


He 


His 
75 


Glu 


Cys 


Arg 


Leu 


Arg 
80 


Gly 


Glu 


Ser 


Cys 


Leu 
85 


Val 


His 


Cys 


Leu 


Ala 
90 


Gly 


Val 


Ser 


Arg 


Ser 
95 


Val 


Thr 


Leu 


Val 


He 

100 


Ala 


Tyr 


He 


Met 


Thr 

105 


Val 


Thr 


Asp 


Phe 


Gly 
110 


Trp 


Glu 


Asp 


Ala 


Leu 
115 


His 


Thr 


Val 


Arg 


Ala 
120 


Gly 


Arg 


Ser 


Cys 


Ala 
125 


Asn 


Pro 


Asn 


Val 


Gly 

130 


Phe 


Gin 


Arg 


Gin 


Leu 
135 


Gin 


Glu 


Phe 


Glu 


Lys 
140 


His 


Glu 


Val 


His 


Gin 
145 


Tyr 


Arg 


Gin 


Trp 


Leu 
150 


Lys 


Glu 


Glu 


Tyr 


Gly 
155 


Glu 


Ser 


Pro 


Leu 


Gin 
160 


Asp 


Ala 


Glu 


Glu 


Ala 
165 


Lys 


Asn 


He 


Leu 


Ala 

170 


Ala 


Pro 


Gly 


He 


Leu 
175 


Lys 


Phe 


Trp 


Ala 


Phe 
180 


Leu 


Arg 


Arg 


Leu 

























<210> 28 



30 



PF-0565 USN 



<211> 118 
<212> PRT 

<213> Homo sapiens 
<220> 

<2 2 1> misc_f eature 

<223> Incyte ID No: 619292 

<400> 28 



Met 


Gly 


Leu 


He 


Asp 


Gly 


Met 


His 


Thr 


His 


Leu 


Gly 


Ala 


Pro 


Gly 


1 








c 
D 










1 (J 










1 D 


Leu 


Tyr 


He 


Gin 


Thr 
20 


Leu 


Leu 


Pro 


Gly 


Ser 
25 


Pro 


Ala 


Ala 


Ala 


Asp 
30 


Gly 


Arg 


Leu 


Ser 


Leu 
35 


Gly 


Asp 


Arg 


He 


Leu 
40 


Glu 


Val 


Asn 


Gly 


Ser 
45 


Ser 


Leu 


Leu 


Gly 


Leu 
50 


Gly 


Tyr 


Leu 


Arg 


Ala 
55 


Val 


Asp 


Leu 


He 


Arg 

60 


His 


Gly 


Gly 


Lys 


Lys 
65 


Met 


Arg 


Phe 


Leu 


Val 
70 


Ala 


Lys 


Ser 


Asp 


Val 
75 


Gly 


Lys 


Gin 


Pro 


Arg 
80 


Arg 


Ser 


He 


Ser 


Ala 
85 


Arg 


Pro 


Leu 


Ser 


Arg 
90 


Gly 


Ala 


Ala 


Arg 


Thr 
95 


Pro 


Pro 


Gin 


Ala 


Arg 

100 


His 


Pro 


Val 


Pro 


Pro 
105 


Gly 


Asp 


Thr 


Gly 


Leu 
110 


Pro 


Pro 


Ala 


Phe 


Val 
115 


Pro 


Val 


Leu 







<210> 29 
<2I1> 356 
z212> PRT 

<H3> Home sapiens 
<220> 

<2 2 1> mi sc_ feature 

<223> Incyte ID No: 2054049 

<400> 29 



Met 


Val 


Gly 


Val 


Ser 


Gly 


Lys 


Arg 


Ser 


Lys 


Giu 


Asp 


Glu 


Lys 


Tyr 


1 








5 










10 










15 


Leu 


Gin 


Ala 


He 


Met 


Asp 


Ser 


Asn 


Ala 


Gin 


Ser 


His 


Lys 


He 


Phe 










20 










25 










30 


He 


Phe 


Asp 


Ala 


Arg 


Pro 


Ser 


Val 


Asn 


Ala 


Val 


Ala 


Asn 


Lys 


Ala 










35 










40 










45 


Lys 


Gly 


Gly 


Gly 


Tyr 


Glu 


Ser 


Glu 


Asp 


Ala 


Tyr 


Gin 


Asn 


Ala 


Glu 










50 










55 










60 


Leu 


Val 


Phe 


Leu 


Asp 


He 


His 


Asn 


He 


His 


Val 


Met 


Arg 


Glu 


Ser 










65 










70 










75 


Leu 


Arg 


Lys 


Leu 


Lys 


Glu 


He 


Val 


Tyr 


Pro 


Asn 


He 


Glu 


Glu 


Thr 










80 










85 










90 


His 


Trp 


Leu 


Ser 


Asn 


Leu 


Glu 


Ser 


Thr 


His 


Trp 


Leu 


Glu 


His 


He 










95 










100 










105 


Lys 


Leu 


He 


Leu 


Ala 


Gly 


Ala 


Leu 


Arg 


He 


Ala 


Asp 


Lys 


Val 


Glu 










110 










115 










120 


Ser 


Gly 


Lys 


Thr 


Ser 


Val 


Val 


Val 


His 


Cys 


Ser 


Asp 


Gly 


Trp 


Asp 










125 










130 










135 


Arg 


Thr 


Ala 


Gin 


Leu 


Thr 


Ser 


Leu 


Ala 


Met 


Leu 


Met 


Leu 


Asp 


Gly 










140 










145 










150 


Tyr 


Tyr 


Arg 


Thr 


He 


Arg 


Gly 


Phe 


Glu 


Val 


Leu 


Val 


Glu 


Lys 


Glu 










155 










160 










165 


Trp 


Leu 


Ser 


Phe 


Gly 


His 


Arg 


Phe 


Gin 


Leu 


Arg 


Val 


Gly 


His 


Gly 










170 










175 










180 


Asp 


Lys 


Asn 


His 


Ala 


Asp 


Ala 


Asp 


Arg 


Ser 


Pro 


Val 


Phe 


Leu 


Gin 










185 










190 










195 


Phe 


He 


Asp 


Cys 


Val 


Trp 


Gin 


Met 


Thr 


Arg 


Gin 


Phe 


Pro 


Thr 


Ala 










200 










205 










210 


Phe 


Glu 


Phe 


Asn 


Glu 


Tyr 


Phe 


Leu 


He 


Thr 


He 


Leu 


Asp 


His 


Leu 










215 










220 










225 


Tyr 


Ser 


Cys 


Leu 


Phe 


Gly 


Thr 


Phe 


Leu 


Cys 


Asn 


Ser 


Glu 


Gin 


Gin 



31 
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230 










235 










240 


Arg 


Gly 


Lys 


Glu 


Asn 


Leu 


Pro 


Lys 


Arg 


Thr 


Val 


Ser 


Leu 


Trp 


Ser 










245 










250 










255 


Tyr 


He 


Asn 


Ser 


Gin 


Leu 


Glu 


Asp 


Phe 


Thr 


Asn 


Pro 


Leu 


Tyr 


Gly 










260 










265 










270 


Ser 


Tyr 


Ser 


Asn 


His 


Val 


Leu 


Tyr 


Pro 


Val 


Ala 


Ser 


Met 


Arg 


His 










275 










280 










285 


Leu 


Glu 


Leu 


Trp 


Val 


Gly 


Tyr 


Tyr 


He 


Arg 


Trp 


Asn 


Pro 


Arg 


Met 










290 










295 










300 


Lys 


Pro 


Gin 


Glu 


Pro 


He 


His 


Asn 


Arg 


Tyr 


Lys 


Glu 


Leu 


Leu 


Ala 










305 










310 










315 


Lys 




Ala 


Glu 




Gin 


Lys 


Lys 


Val 


Glu 


Glu 




Gin 


Arg 


Glu 










320 










325 










330 


He 


Ser 


Asn 


Arg 


Ser 


Thr 


Ser 


Ser 


Ser 


Glu 


Arg 


Ala 


Ser 


Ser 


Pro 










335 










340 










345 


Ala 


Gin 


Cys 


Val 


Thr 


Pro 


Val 


Gin 


Thr 


Val 


Val 


















350 










1 R R 












<210> 30 


























<211> 453 


























<212> PRT 


























<213> Homo sapiens 






















<220> 




























<221> misc_ 


feature 






















<223> Tncyte ID 


No: 


2843910 


















<400> 30 


























Met 


Ala 


Gly 


Aia 


Gly 


Liiy 


Phe 


Gly 


Cys 


Pro 


Ala 


Gly 


Gly 


Asn 


Asp 


1 








5 










10 










15 


Phe 


Gin 


Trp 


v_y 


Phe 


oer 


bin 


Val 


Lys 


Gly 


Ala 


He 


Asp 


Glu 


Asp 










20 










25 










30 


Val 


Ala 


Glu 


Al a 


Asp 


lie 


lie 


Ser 


Thr 


Val 


Glu 


Phe 


Asn 


Tyr 


t >er 










35 










40 










45 


Gly 


Asp 


Leu 


Leu 


Ala 


i rix 


C "1 \7 


Asp 


Lys 


Gly 


Gly 


Arg 


Val 


Val 


He 










50 










55 










60 


Phe 


Gin 


Arg 


Glu 


Gin 


Glu 


Asn 


Lys 


Ser 


Arg 


Pro 


His 


Ser 


Arg 


Gly 










65 










70 










75 


Glu 


Tyr 


Asn 


Val 


Tyr 


Ser 


Thr 


Phe 


Gin 


Ser 


His 


Glu 


Pro 


Glu 


Phe 










80 










85 










9 0 


Asp 


Tyr 


Leu 


Lys 


Ser 


Leu 


Glu 


He 


Glu 


Glu 


Lys 


He 


Asn 


Lys 


He 










95 










100 










105 


Arg 


Trp 


Leu 


Pro 


Gin 


Gin 


Asn 


Ala 


Ala 


His 


Phe 


Leu 


Leu 


Ser 


Thr 










110 










115 










120 


Asn 


Asp 


Lys 


Thr 


He 


Lys 


Leu 


Trp 


Lys 


He 


Ser 


Glu 


Arg 


Asp 


Lys 










125 










130 










135 


Arg 


Ala 


Glu 


Gly 


Tyr 


Asn 


Leu 


Lys 


Asp 


Glu 


Asp 


Gly 


Arg 


Leu 


Arg 










140 










145 










150 


Asp 


Pro 


Phe 


Arg 


He 


Thr 


Ala 


Leu 


Arg 


Val 


Pro 


He 


Leu 


Lys 


Pro 










155 










160 










165 


Met 


Asp 


Leu 


Met 


Val 


Glu 


Ala 


Ser 


Pro 


Arg 


Arg 


He 


Phe 


Ala 


Asn 










170 










175 










180 


Ala 


His 


Thr 


Tyr 


His 


He 


Asn 


Ser 


He 


Ser 


Val 


Asn 


Ser 


Asp 


His 










185 










190 










195 


Glu 


Thr 


Tyr 


Leu 


Ser 


Ala 


Asp 


Asp 


Leu 


Arg 


He 


Asn 


Leu 


Trp 


His 










200 










205 










210 


Leu 


Glu 


He 


Thr 


Asp 


Arg 


Ser 


Phe 


Asn 


He 


Val 


Asp 


He 


Lys 


Pro 










215 










220 










225 


Ala 


Asn 


Met 


Glu 


Glu 


Leu 


Thr 


Glu 


Val 


He 


Thr 


Ala 


Ala 


Glu 


Phe 










230 










235 










240 


His 


Pro 


His 


Gin 


Cys 


Asn 


Val 


Phe 


Val 


Tyr 


Ser 


Ser 


Ser 


Lys 


Gly 










245 










250 










255 


Thr 


He 


Arg 


Leu 


Cys 


Asp 


Met 


Arg 


Ser 


Ser 


Ala 


Leu 


Cys 


Asp 


Arg 










260 










265 










270 


His 


Ser 


Lys 


Phe 


Phe 


Glu 


Glu 


Pro 


Glu 


Asp 


Pro 


Ser 


Ser 


Arg 


Ser 










275 










280 










285 


Phe 


Phe 


Ser 


Glu 


He 


He 


Ser 


Ser 


He 


Ser 


Asp 


Val 


Lys 


Phe 


Ser 
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290 










295 










300 


His 


Ser 


Gly 


Arg 


Tyr 
305 


Met 


Met 


Thr 


Arg 


Asp 
310 


Tyr 


Leu 


Ser 


Val 


Lys 
315 


Val 


Trp 


Asp 


Leu 


Asn 
320 


Met 


Glu 


Ser 


Arg 


Pro 
325 


Val 


Glu 


Thr 


His 


Gin 
330 


Val 


His 


Glu 


Tyr 


Leu 
335 


Arg 


Ser 


Lys 


Leu 


Cys 
340 


Ser 


Leu 


Tyr 


Glu 


Asn 
345 


Asp 


Cys 


He 


Phe 


Asp 
350 


Lys 


Phe 


Glu 


Cys 


Cys 
355 


Trp 


Asn 


Gly 


Ser 


Asp 
360 


Ser 


Ala 


He 


Met 


Thr 
365 


Gly 


Ser 


Tyr 


Asn 


Asn 
370 


Phe 


Phe 


Arg 


Met 


Phe 
375 


Asp 


Arg 


Asp 


Thr 


Arg 
380 


Arg 


Asp 


Val 


Thr 


Leu 
385 


Glu 


Ala 


Ser 


Arg 


Glu 
390 


Ser 


Ser 


Lys 


Pro 


Arg 

395 


Ala 


Ser 


Leu 


Lys 


Pro 
400 


Arg 


Lys 


Val 


Cys 


Thr 
405 


Gly 


Gly 


Lys 


Arg 


Arg 
410 


Lys 


Asp 


Glu 


He 


Ser 
415 


Val 


Asp 


Ser 


Leu 


Asp 
420 


Phe 


As n 


Lys 


Lys 


He 
425 


Leu 


His 


Thr 


Ala 


Trp 
430 


His 


Pro 


Val 


Asp 


Asn 
435 


Val 


lie 


Ala 


Val 


Ala 
440 


Ala 


Thr 


Asn 


Asn 


Leu 
445 


Tyr 


He 


Phe 


Gin 


Asp 
450 



Lys He Asn 



<210> 31 

<211> 1221 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

^223> Incyte ID No: 132240 



<-400> 31 

c ttttcc tgg 

gaagcatcaa 

cagattgcca 

accaaaaaat 

ctgttgcttt 

gaatgaacat 

ccatggc tat 

agatcaagtc 

ttgatgatgg 

gggcccatgg 

caggaattcc 

gagatatccc 

aaatactttt 

c tctcttcag 

agccagatga 

c tgtatctgg 

gaatgaactt 

t tatttaacc 

ctgaaaggaa 

cttttttcat 

tagaggacac 



aatttc tata 
agaatcc tc t 
agaaaagacc 
gttaggtcc t 
tcgaagtttt 
gacttc ttta 
aacccctact 
gggaactcca 
gcgaattcta 
tcctgcggta 
ccctttcaat 
t tggccagaa 
aaccattgat 
tgatgtggac 
tgaaacagat 
atttagtctg 
gcataattat 
tagttcaatg 
tatagtcagt 
ttatttattt 
taaaaaaaaa 



atggaaag tc 
tttgaagaat 
tcaccaaaag 
cc tttggagg 
aacagtca ta 
gatgcaatgg 
caaaaaagaa 
taccgaactc 
ggaaccccag 
gactggtggg 
gatgaaacac 
ggtgaagaaa 
gatacaaaga 
tgggaaaatc 
acctcctatt 
tagcacaaaa 
atactcctta 
tgcttttaat 
aatttatc tt 
tgtttattgc 
a 



cat tagaaag 
caaatattga 
gtgtcgagaa 
tgctgaaaac 
ttaa tgcatc 
atat ttcgtg 
gatcctgtat 
cgaagagtgt 
actaccttgc 
cacttggagt 
cacaacaagt 
agttatctga 
gagctggaat 
tgcagcatca 
t tgaagccag 
attttccttt 
atactagatt 
gtacgttaca 
aacc tcaaaa 
actt tatgaa 



tcagccc t ta 
agatccac tt 
ccctgctgta 
gttagcctc t 
caataactca 
tgcctacagt 
gccacatcag 
gagaagaggg 
acctgagc tg 
ttgcttgttt 
attccagaat 
taatgc tcaa 
gaaagagc ta 
gactatgcc t 
gaatactgc t 
tagtctagcc 
gate taaggg 
gctttcacag 
ctgtatataa 
aactgaagca 



ga ttcagata 
attgtaacac 
caagagagta 
aaaagaaatg 
gaaccatcca 
ggttca tatc 
accccaaatc 
gtggcccccg 
ttactaggca 
gaatttctaa 
attctgaaaa 
agtgcagtag 
aaaegtcate 
ttcatccccc 
cagcacctga 
ttgtgttata 
ggaaagatca 
agt taaaagg 
atcttcaaag 
tcaataaaat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1221 



<210> 32 

<211> 542 

<212> DNA 

<2 1 3 > Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2180116 



<400> 32 

tggecagget gggtccagca gcgcgatggc agetcagegg ctgggcaagc gcgtgctgag 60 



33 



PF-0565 USN 



caagctgcag 
gcggcacgcg 
ggagaagtgg 
cgatgagatc 
aatccaggga 
ggcaaagct t 
cggcagcctc 
tc tccctgcc 
tt 



tctccatcgc 
cgcgtcaccg 
atcgacgggc 
aacattgatg 
ctcctgaagt 
caaggcctcc 
agccccctcc 
ccccggacgc 



gggcccgcgg 
tcaagtatga 
gcctggagga 
aattgttgga 
catgtgggaa 
acaggcagcc 
aggaccgggc 
cgcccagctt 



gccagggggc 
ccggcgggag 
gc tgtaccgc 
gttagagagt 
acctgtcgag 
cggcctccgc 
ccggactgc t 
gcttgtgtat 



agtcccgggg 
ctgcagcggc 
ggcatggagg 
gaagaggaga 
gacttcatcc 
cagccaagcc 
cacccctgac 
aagttgtatt 



ggatgcagaa 
ggctggacgt 
cagacatgcc 
gaagccggaa 
aggagctgct 
cctcccacga 
cc tc t tgcac 
taatggattc 



120 
180 
240 
300 
360 
420 
480 
540 
542 



<210> 33 
<211> 2778 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2197671 



<220> 

•:221> unsure 

<222> (1) ... (2778) 

<223> a, t , c, g, or other 



<400> 33 

cgcggatcgt 

ccactccccg 

gctttt taca 

tgacaatcgg 

izgagatagag 

aaccaaatat 

L;ggtggaggc 

tactata tta 

cagagacatt 

c tttggcgtg 

cccattc tgg 

ctggtccctg 

gcaccccatg 

c tacagtaaa 

acccactgct 

c tacttgacc 

c tcgagctcc 

tggggactgg 

tcagccatcg 

gtgtttatct 

cggagggaac 

gtgccctggc 

tctaagtggt 

ucttcttttc 

ccaccgaaga 

cacagtcttc 

cc ttccagcg 

acatattcca 

tatgataagg 

tctgggagct 

t tacggaaac 

tgtagataac 

c tttattaca 

cagggtttgt 

acaaatgcaa 

cctttttcat 

aagctttaaa 

ggaatcgtgc 

tgcaccttgt 

acaaataaat 

acagggtacc 

tgagacac tt 



cgcggcccgg 
gtgcagtcgg 
aaac tagaga 
actcagaaag 
gacattcaac 
tatggatcc t 
:;ccgcactag 
agagaaatac 
aaagcggcca 
gc tggccagc 
atggcacccg 
ggcataacag 
aaagttttat 
cccctcaagg 
aaggagttat 
gage tcatcg 
gaggattccg 
atcttcacaa 
gacttggaca 
acaat tattt 
ttggggtcca 
atctccgaca 
ggaggaac tt 
cttcttcatc 
ggtgcgccac 
ac tgtgctgc 
atcattttat 
ggaaagtgtc 
caac taaaga 
ggagaatege 
cctttcggcg 
gtcagtggag 
tgtacatttt 
cat taataat 
at tt tccccg 
cgatggtact 
ttataatttt 
cactgctggt 
agtggattct 
tt tataacac 
tgc tgtgtat 
tggaagac tc 



ccgtcccgtc 
gcctgcccgg 
aaattgggaa 
tggttgccat 
aagaaatcac 
atctgaagga 
atctattaga 
tgaaaggact 
acgtcctgcr 
tgacagacac 
aggtcatcaa 
ctattgaact 
tec tcattcc 
agt ttgtgga 
tgaagcacaa 
acaggtacaa 
aegeggaaac 
tccgagaaaa 
gaaataagat 
ctcc tctgtt 
ttgaagagct 
ccatggtggc 
catcccactg 
ctcc tec ttt 
tgggagecac 
agecagatga 
tttattttat 
tttaaaaaca 
catgaaacct 
tctggtggat 
tgcataagga 
taaatattcg 
gaattctgtg 
taatgcccc t 
tttgccctac 
atttcttagt 
cagtttc tec 
ctgcgccaga 
gcatatcatc 
gcttattttg 
gtgtggccgt 
cagggagaag 



ccaggaagtg 
catgeagaac 
gggctccttt 
aaagatcatt 
agtgc tgagt 
tacaaaatta 
acctggccga 
cgattatctc 
gt'Jtgagcat 
ccagatcaaa 
acagtcggcc 
tgcaagaggg 
aaagaacaac 
ggcctgt ttg 
gtt tatacta 
gagatggaag 
agatggccaa 
agatcccaag 
gaaagacatc 
tgcagagctg 
gegaggggee 
ccagc tegtg 
aaattccttt 
tttaaaagtc 
cccagtgcca 
agtc tc tcag 
tacttttgtt 
aaaacaaacc 
caggtatcct 
gggtgtacag 
atcactgtgt 
acaggecata 
accagtgatt 
etc ttacaga 
gcccc ttttg 
gttttaaatt 
ecatgaageg 
tgtaccgtcc 
t t tcccacct 
ca tac tec tt 
gcgtgtgtac 
t tcccagggc 



gccgtcctga 
ctaaaggcag 
ggagaggtgt 
gatctggaag 
cagtgtgaca 
eggataataa 
ttagatgaaa 
catteggaga 
ggcgaggtga 
aggaacacc t 
tatgactcga 
gaaccacctc 
ccaccgacgt 
aa taaggagc 
cgcaatgcaa 
gecgagcaga 
gecteggggg 
aatctcgaga 
ccaaagaggc 
aaggagaaga 
atctacctag 
cagcggctcc 
ggcatttggg 
aacgagagee 
ggcgcccgtc 
atgggtgggg 
tttaatttta 
ctgaaatgta 
gctttaagtt 
atttgtatat 
acaaactggc 
act tgagtct 
tgggtt ttat 
acactcctat 
gtacacctag 
ggaacatatc 
etc tegtctg 
tttccaatac 
aaaaatgtct 
gaaatgtgac 
tcgtggctgt 
tggagc tgee 



gcgccatggc 
acccagaaga 
tcaaaggcat 
aagctgaaga 
gtccatatgt 
tggaatatct 
cccagatcgc 
agaaaaccca 
age tggcgga 
tcgtgggcac 
aggcagacat 
attccgagct 
tggaaggaaa 
cgagc tttag 
agaaaacttc 
gecatgaega 
gcagtgattc 
atggagctct 
ctt tctctca 
gecaggegtg 
eggaggagge 
agagatactc 
gttttgtttt 
ttegctgact 
cagggacaca 
agggtcagct 
accatagtgc 
tatttgggat 
gataactccc 
aatgtcattt 
caagtgette 
attgecttge 
tttgtatttg 
ttgtacctca 
aggttgattt 
ttgcctcatg 
acatttgttt 
gattttctgt 
gaatgc ttac 
tcttcagagg 
gtgtgtgtga 
gagtgcccag 



50 

120 

180 

240 

3 00 

^60 

420 

480 

.)40 

600 

660 

720 

7 80 

340 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 



34 
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gtcagcgccc tgggctgctt gcgcaatngc tcaccgngat gatgcattgg aggttgctga 2580 

cctgtgcgat tgctgtagcg gttgccaggg accttaaggg gttattttgc ttccctggga 2640 

ggggncctat gtttctaggc aagcagccat gtgtctaatt ttctgggttt gctgtgggga 2700 

cctgattggg ggagggggaa anctttgggg ttcttggagt gggagggttc gtgccancaa 2760 



tnttncctgg taaaaaag 



}778 



<210> 34 

<211> 1424 

<212> DNA 

<2 13 > Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2594943 



<400> 34 

ggctcagcct 

ctggtcgtgg 

gtgccggcgt 

cagccagcc t 

ttacgtggac 

ctgcggaggt 

atccgtgctc 

tttatcctag 

ggtgctggag 

cacggtgctt 

cattggcacc 

tgtctcttct 

actgcgcaac 

gaac,'; ;tcgc 

gcatgtggta 

gaaactc ;gc 

eaagatgccc 

gccc tacc tg 

caccat.gcgc 

gctcctt.gat 

tggaacctgc 

■: cttgtggtt 

ctactgtctc 

accac tggga 



ccgacccagg 
actgtggttg 
gggcatcccc 
gggcgcgggg 
tgtggagctg 
cgcaccaggg 
caaactctac 
ttccacacct 
gtgtcggtgg 
ctgcaccgca 
gtgggcaccc 
gaggaactgg 
tctggtggcg 
tggccattct 
gccctggcca 
gagaagatca 
acacagtcgg 
cacaagatct 
aggctcacca 
ggctcccaga 
tctgggtcat 
gccagcctca 
tccatagccc 
tggggaataa 



tggtctggag 
ggggaggtgg 

^gggycagtg 

cgccgccccc 
gtctcttgtg 
cgtgaggagg 
actcaagggt 
tggtgtgggt 
aggggcggca 
gcacaggcaa 
aggatgttga 
atcgtgccct 
atgggctggg 
cagacgagtg 
cggagcagga 
tcaacatcgt 
aggtgga taa 
ccttccagat 
aagacaccc t 
ccttggcttt 
tggtgagact 
ggtcatcctt 
tggtggggtc 
agttgagaac 



cctgccggga 
gagctgtt t c 
gaacgcgggc 
gagacacccg 
gc tcagcgcc 
aggaggaagg 
ggcccttggg 
tac tgggtgc 
ggtggaggag 
gttccactac 
ctgtgact tc 
gcgcaaggtt 
gcagatgtcc 
catcccatgg 
gcggcagatc 
ggaggtgatg 
cgtgtttgac 
cac tgatgcc 
tgccctctga 
tgggaautgc 
tggaaggggc 
ttaatctttg 
ccccttcttt 
atgaaaaaaa 



gagtggtggc 
aaccgtgtgc 
gc^.cctccag 
aggagtccgt 
gtgcggaggt 
gcatgagccg 
tagggtgaag 
aggatgaact 
gccatgc tgg 
aagaaggagg 
atcgacttca 
gttggggagt 
rtggagttct 
yaagtgtgga 
tgccgggaga 
aatcggcatg 
acaggcttgc 
ctgggca;:ct 
gcgtcgctgg 
acttttgggc 
agcccccgct 
ctgatggttc 
ctccactgt.a 
aaaa 



atctgagagg 
cccctctcc t 
cttccgagtc 
tec tccc tgg 
tgaagegtae 
age ttgagga 
atcccctgtc 
gtcgctcgga 
e tgtgctgca 
gcacctactc 
c ttatgtgcg 
tcaaggatge 
aecagaagaa 
eggtcaaggt 
aggtgr;gtga 
agtacttgee 
gggacgtgca 
eagtcaccac 
atctc tggga 
ct ttgggctc 
ggcttc ttgg 
agtcctgcct 
cagaagagee 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
560 
720 
780 
340 
900 
960 
1020 
i080 
1140 
.1200 
1260 
1320 
1380 
1424 



<210> 35 

<211> 1839 

<212> DNA 

<213> Homo sapiens 



<220> 

<2 2 1> misc_f eature 

<223> Incyte ID No: 1513871 



<403> 35 

cctcctcctc 

aggggaagct 

tgacccggct 

ctccc tgtca 

attcaaccag 

ccccccgcag 

ctcccctggc 

cagcaagagg 

acagatggag 

gtcagacatt 

cacctatgcc 

agagatcegg 

gc tgaagaac 

gtccc tcacc 

tgggaacc tc 

cgcctactgt 



ggccagctca 
gccccgtgcc 
gcccagtccc 
gtgccccgca 
ctccacaacc 
gagtgeagea 
gtgcagttcc 
etc tc tetge 
agcccagatc 
ggc tttggga 
acagtc ttca 
c tggagcacg 
c tgaagcacg 
c tggtgtttg 
atgagcatgc 
caccaccgca 



ggttgcagct 
egggagggag 
tcatgatcat 
c tgagaccat 
ggcggaatga 
ccttctcccc 
ageggeggea 
ccatggatat 
tgcccaagcc 
aac tggaaac 
aagggcgcag 
aggagggagc 
ccaatattgt 
agtacc tgga 
acaaegtcaa 
agatcctgea 



tctctgggga 
cgggcgcacc 
gaacaagatg 
tgaagaatcc 
gaacttgcag 
aacagacagc 
gaaccagcgc 
ccgcctgccc 
gctcagccgc 
atacgtgaaa 
caaactgacg 
gccctgcact 
gaccctgcat 
cagtgacctg 
gattttcatg 
ccgggacctg 



actgc tcacc 
gcggccccca 
aagaac ttta 
ttggc tgaat 
ctcggtcctc 
ggggaggagc 
cgc ttctcca 
caggaattcc 
atgtcccgcc 
c tggacaaac 
gagaacc ttg 
gccatccgag 
gacctcatcc 
aagcagtatc 
t tccagctgc 
aagccccaga 



tttceggage 
ggacacgcgc 
agcgccgttt 
teaeggagea 
ttggcagaga 
eggggcage t 
tggaggacgt 
tacagaagct 
gggcctccct 
tgggagaggg 
tggccctgaa 
aggtgtc tct 
acacagatcg 
tggaccactg 
tccggggcc t 
acctgctcat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 



35 



PF-0565 USN 



caacgagagg 
cacaaagact 
gggatccaca 
gatggccaca 
ctttcgcctc 
gttccgcacc 
gttggatacg 
catgtcagca 
ccagcttgaa 
aggc taccga 
c ttctgagcc 
tcgggtagga 
ctggaagacc 
ccagtagt tt 
gtttaggggg 



ggggagc tga 
tac tccaatg 
gagtactcca 
gggaggcccc 
ctcgggaccc 
tacagcttcc 
gatggcatcc 
gaggctgccc 
gacactgcct 
ggcttggcct 
acgcccacct 
tggagccugt 
get tggcagg 
cagtggatac 
aggtttctac 



age tggcega 
aggtggtgac 
cccccattga 
tcttcccggg 
ccacagaaga 
cctgctacct 
acctcctgag 
tgagtcactc 
ccatcttctc 
tccagcagcc 
tgc tgtggcc 
gtggccctcg 
ettttggeca 
aacgtgcttt 
cgttgactcg 



ctttggac tg 
cctgtggtac 
tatgtggggc 
c tccacagtc 
gacgtggccc 
cccgcagccg 
cagee tgc tc 
ctacttccgg 
cctgaaggag 
aggacgaggg 
aagggacaag 
gaggactgaa 
agtgtttttc 
aggagttggg 
gtttagggc 



gccagggcca 
aggccccccg 
gtgggctgca 
aaggaggagc 
ggcgtgaccg 
ctcatcaacc 
ctgtatgaat 
tc tctgggag 
atccagc tec 
aagaacaggc 
agatcacatg 
gaacgagggc 
tttgtggttt 
tgggaaagtc 



agtcagtgcc 
atgtgctgct 
tccac tacga 
tgeace teat 
ccttctctga 
acgcgcccag 
ccaagagtcg 
agcgtgtgca 
agaaggaccc 
ggcagagcat 
gagcacaaat 
tgacagcagc 
egatctgetg 
ttgc tagagg 



1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1839 



<210> 36 
<211> 2024 
<212> DNA 
<213> Heme 



sapiens 



<220> 

<22 1> misc_.f eature 

<223> Incyte ID No: 156108 



<400> 36 

gtcagctctg 

gtgacctagc 

cgggcgcctg 

jccggcctga 

iccctaccac 

■ytccgcccgc 

teegctge r.e 

tagatttagt 

ugttaccgaa 

tcctyatgtt 

ttacctgcac 

attggacaat 

gtccctc tea 

gccacctgaa 

tagctatgea 

caatcctttg 

aagtttgcca 

ggcacaaaat 

tttgagaaca 

gttacagagt 

gaacatacc t 

aaatagtggt 

atctagaaaa 

ttgggatagc 

atgetc ttca 

tggtatagee 

agcctgcctt 

ctatgaactt 

tactgacatc 

acaaatgggt 

tttac ttcaa 

aggatattta 

tttattgaag 

taattaatac 



gttcggagaa 
gttgegggge 
agegeggegt 
gcgcccggga 
aaac tegecg 
cacgcagact 
gacagtgaaa 
taca ttct tc 
tacatgecaa 
gettggecat 
aatatgactc 
gaatttcatg 
cagtcacgaa 
aac tatgaac 
gttatcaca t 
cagataatgt 
tatgatatac 
ccagatgaaa 
tttgaagaga 
gtttcaagtg 
gtaaatcatg 
^ctcctgaaa 
gctcaagac t 
accatttctg 
gcaataataa 
cagcagtgga 
aaccagtcgc 
gttagtacca 
caaggagaag 
c ttcagect t 
aataaaagca 
tatctctgtt 
gttctt tggg 
aagtaaaaag 



geageggctg 
aaaaagggtc 
gggagect tg 
ecatgaaegg 
acetgcgcca 
ggcgcgtcca 
gaaaggatgt 
raattttggg 
atggatcatt 
tgagatttcg 
ctcctttact 
ttaagattgc 
gtagcaaatc 
c tggacaaaa 
gggaagtgtt 
atagtgtgtc 
ctcaccgagc 
gaccatcttt 
taacttttct 
ccat tcacct 
gtccacaaga 
c ttcaaggtc 
gttattttat 
gatctcaaag 
atccactctc 
tccagagcaa 
tagatgece t 
agectacaag 
aatttgccaa 
acceggaaat 
tgtaagtgac 
gctttgactt 
taaatattag 
tttgaatttt 



gcgtgggcca 
ttgccggcct 
ggagccgccg 
ggaggecate 
cctgagccgc 
ggtggccgtg 
cttaagagaa 
aact tgcaat 
aaatgaactc 
catcc tgcat 
tcatcatgac 
agattttggt 
tgcaccagaa 
ateaagggee 
atccagaaaa 
acaaggacat 
aegtatgate 
cttaaaatgt 
tgaagctgtt 
atgtgacaag 
ggaatcatgt 
cctgccagct 
gaagc tgcat 
ggctgeatte 
aactgeagga 
aagggaagac 
tctgtccagg 
gacctcaaaa 
agttatagta 
acttgtggtt 
tgtttttcaa 
tttttatata 
tctccctcca 
gc tacataaa 



teeggggaac 
cgctcgtgca 
cagcaggggg 
tgcagcgccc 
ggcgcctctg 
aagcacctgc 
gctgaaattt 
gagectgaat 
ctacatagga 
gaaattgece 
ttgaagactc 
ttatcaaagt 
ggagggacaa 
agtatcaagc 
cagecttttg 
cgacctgtta 
tc tctaatag 
ttaatagaac 
attcagctaa 
aagaaaatgg 
ggatcctctc 
cctcaagaca 
cactgtcctg 
tgtgatcaca 
aactcagaac 
attgtgaacc 
gacttgatca 
gtcagacaat 
caaaaattga 
tc tagatcac 
gaagaaatgt 
aaatccgtga 
tgacactgea 
aaaa 



gggcgccc tc 
ggggegtate 
eacacccgga 
tgcccaccat 
gcac tgtgcc 
acatccacac 
tacacaaagc 
it t tgggaat 
Raactgaata 
;tggtgtaaa 
agaatatct t 
ggegcatgat 
ttatctatat 
acgatatata 
aagatgtcac 
t taatgaaga 
aaagtggatg 
ttgaaccagt 
agaaaacaaa 
aat tatc tct 
age tccatga 
atgatttttt 
gaaatcacag 
agaccactcc 
gtc tgeagee 
aaatgacaga 
tgaaagagga 
tactagacac 
aagataacaa 
catctttaaa 
gtttcataaa 
gtattaaagc 
gtattttttt 



60 
120 
180 
240 
300 
3 t0 
420 
180 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
150C 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2024 



<210> 37 

<211> 1861 

<212> DNA 

<213> Homo sapiens 



<220> 



36 



PF-0565 USN 



<221> misc_f eature 
<223> Incyte ID No: 



2883243 



<400> 37 
gc ttcttagt 
agtggtctgg 
gtgcagcccc 
tcttttctta 
gaatatggaa 
gatgttttat 
tg tagccaac 
agatatctcg 
ggtacgagat 
aaataacaaa 
aaccttcagt 
taatcccaaa 
tgtcaaagaa 
tcaagaaaaa 
aatccaaatg 
acagtgccag 
caatgagaaa 
tgaaattatt 
tcgagaaat t 
gagagaccaa 
gtggttgggc 
gccccatca t 
cctgt tgcga 
ctatgccuye 
dactggcta*: 
~icat taccaa 
cccagtatat 
cagccaccct 
gccgcagaaa 
agtaygggaa 
r ta tccc L t 



gaggttggca 
tgacattt t t 
ttataggttt 
taac tgagc t 
gacc tggat t 
atagaaatgg 
aacggtatga 
agggaagaag 
gcgtctacta 
ttaatcaaaa 
tctgtggttg 
ttggatgtga 
gacaatattg 
agtcgagaat 
aaaaggacag 
acccaagagc 
gaaatacaaa 
gacagtagaa 
gacaaacgta 
tact tgatgt 
aatgaaaaca 
gatgagaaga 
gggaagcgag 
tctgtagtgg 
ggctt tgccg 
cacacctccc 
jcacagcaga 
raggcc tc tg 
cgaagccaac 
gacatgcagc 
ctttttctt t 



t tatgttaag 
c tgac ttgat 
taaaatgaat 
cagccaagga 
tagaatatgc 
acccaccagc 
ataacaatat 
tgaatgaaaa 
aaatgcatgg 
tatttcatcg 
aattaataaa 
aattacttta 
aagctgtagg 
atgatagatt 
ctattgaagc 
ggtacagcaa 
gga ttatgca 
gaagattgga 
cgaacagca t 
ggttgactca 
ctgaagacca 
catggaatgt 
atggcacttt 
tggacggcga 
agccctataa 
ttgtgcagca 
ggcgatgaag 
-jaaagcaaag 
:ttc tttgga 
c taaggctgt 
"tttctttgg 



gc tggtatgg 
tggctggggc 
tccaagacac 
aactc ttgca 
caagacagat 
actgcctcct 
gtccttacaa 
acttcgagat 
tgattatact 
agatgggaaa 
ccactaccgg 
tccagtatcc 
gaaaaaatta 
atatgaagaa 
atttaatgaa 
agaatacata 
taattatgat 
agaagacttg 
taaaccagac 
aaaaggtgt t 
atattcactg 
tggaagcagc 
tc ttgtccgg 
agtaaagcat 
c ttgtacagc 
caacgactcc 
cgc ttactct 
ggctcctctc 
tgggactagt 
atyatgacca 
tt "aatttaa 



aagacaac tg 
gtgtgatgta 
cat tacaaag 
caaatgtaca 
ataaattgtg 
aaaccaccaa 
gatgc tgaat 
acagcagacg 
cttacactaa 
tatggc ttc t 
aatgaatc tc 
aaat.accaac 
catgaatata 
ta tacccgca 
accataaaaa 
gaaaagttta 
aagt tgaagt 
aagaagcagg 
ct tatccagc 
cggcaaaaga 
gtggaagatg 
aaccgaaaca 
gagagcagta 
tgtgtcataa 
tc tc tgaaag 
ctcaatgtca 
ctgatcct tc 
cagtctgatc 
gcittctttc 
cacgttcc ta 
agccacaacc 



atgaagcagg 
ataggtttca 
aaagccggac 
atactgtttg 
gcacagact t 
aacctactac 
ggtactgggg 
ggacct tttt 
ggaaaggggg 
ctgacccat t 
tagctcagta 
aggatcaagt 
acactcagcc 
catcccagga 
tatttgaaga 
aacgtgaagg 
ctcgaatcag 
cagctgagta 
tgagaaagac 
agttgaacga 
atgaagattt 
aagctgaaaa 
aacagggccg 
acaaaacagc 
aactggtgct 
cac tagccta 
tec tgaagtt 
tgtgaattga 
acaaaauaga 
agctggagtg 

i.lCa*".r>Cc ^r--x 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
l38C 
1440 
1500 
.560 
1620 
1680 
1740 
t 800 . 
18 6 0 
3 6 1 



<2±')> 08 
-:211> 2045 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3173355 



<400> 38 

c ttggc tgga 

aagttcatca 

ccaggggacc 

gacccgcgcg 

atcggccggc 

atttateggt 

ttgcttcttt 

cccggagaag 

ctatttc tat 

aaaggtcttc 

ggtt ttagac 

aaatc tgaag 

aaaagggccg 

aegggagatg 

tgc tgtggat 

cc tatgtcac 

aggtt ttaga 

agatgtggag 

aaacatccat 

tacgtacgat 



acctgagacg 
ttgtcctgag 
c tcacc tggg 
cc tgccctgc 
gggtccctgc 
ggatcatttc 
c tggcgacag 
agegaaatat 
at tcaggcag 
caggtgaaag 
cgaaaagatg 
gtggaaat ta 
gtttaccatg 
aactgccctg 
ccagaaaaga 
tacacc t taa 
attttcatgg 
ctctttgtta 
ccgatc tttt 
ttgactgatt 



gattcgctcc 
agagaggagc 
cgcgccgggg 
acgccgggcg 
cgaaggctcg 
gagagtccgt 
ttccagcac t 
ggggaccegg 
tggatacatc 
tctcagcacc 
ggtcc ttcat 
aattccaagg 
agaactgtga 
aaaccattgc 
ttgeagtaga 
aggataacaa 
atgeca tac t 
att tgggaga 
cctggtgtgg 
c tgttc tgga 



caaatgatgc 
agegeggtte 
caegggcttt 
gcaacc tttg 
getgette tg 
cttgtaaatg 
cgccgagacc 
gctaaaagca 
agggaataaa 
agaggagcaa 
agtaagatac 
gcaacatgtg 
c tgtcc tc tg 
tcagattcag 
aatcccaaaa 
ggtttatatc 
ac tttc tttg 
ctggcc tttg 
ctccacagat 
aaccatgggc 



tccagtggca 
teggceggga 
gattgtcctg 
cagtcgegtt 
tccacctc tt 
tttggcactt 
ggcggagaaa 
gacgtcgtcc 
ttcacatctt 
t tcactagag 
agaatgtatg 
gecaaa tccc 
caagatagtg 
agagatctgg 
agat ttggac 
aagactcatg 
ac tagaaagg 
gaaaaaaaga 
tccaaggata 
egggtaagtc 



ggagcaac tc 
cagcagaacg 
gggtcgcgga 
ggctgctgcg 
acacttcttc 
tgctacttta 
ggcagctgag 
ttcccgcccg 
ctccaggcga 
ttggagtcca 
caagc tacaa 
catatatttt 
cagee tggc t 
cacatttccc 
agaggcagag 
gtgaacatgt 
tgaagatgee 
aatccaattc 
tegtgatgee 
tggatatgat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 
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gtccgtgcaa 
agggcgagac 
actcatagac 
tcccattgtg 
cgatggcac t 
gaagcaggat 
cattccagtt 
cgatgaagag 
gggcgatgac 
gagtgagccc 
cttcccttgt 
tctat tagaa 
tattaattcc 
tacttatgca 
accac 



gc taacacgg 
agccgcaaag 
gc tgctttca 
aaacatattt 
gtagcagctt 
tccatctact 
aagagcaacc 
gccaaaaaga 
atattctgtt 
caaatccgag 
acttgccata 
taatggtgct 
atggacaata 
gtattctcat 



gtcctccctg 
agagactcga 
ccaacttttt 
cattttttga 
atcgcctgcc 
atgaacattt 
tgagcgatc t 
tagcaaaagc 
attatttcaa 
agggcatgaa 
ggaaaaagac 
ctgaagactc 
taaaatctgt 
gactgtactt 



ggaaagcaaa 
gctggttaaa 
c ttct ttaaa 
t ttct tcaag 
atatttgcta 
ttacaatgag 
gctagaaaaa 
aggacaagaa 
acttttccag 
aagggtagaa 
caaagatgaa 
ttcttaacta 
gtgattgttt 
taaagtacat 



aattccactg 
ctcagtagaa 
cacgatgaaa 
cataagtatc 
gttggtgaca 
ctgcagccct 
cttaaatggg 
t ttgcaagaa 
gaatatgcca 
ccacagac tg 
ctctgatatg 
aaaagaagaa 
gcagtatgaa 
ttt tagaatt 



ccgtc tggag 
aacacccaga 
acctgtatgg 
aaataaatat 
gtgttgtgct 
ggaaacacta 
cgaaagatca 
ataatc teat 
atttacaagt 
aggacgacc t 
caaaataact 
tttttttaag 
gacacatttc 
ttataataaa 



1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2045 



<210> 39 

<211> 1260 

<212> DNA 

<213> Homo sapiens 



<220> 

<2 21> misc_f eature 

<223> Incyte ID No: 3116906 



<400> 39 
cgatattttt 
ttaacatc tc 
aegtaaagat 
';ctac ttgtg 
caaggcegga 
agaee tcatc 
rictgaagcac 
;ac tgtagac 
^ac tatgc tg 
ngtaaaggag 
aaagcaagag 
tgaagee tac 
r.aacttagtg 
caataaacca 
cgee tgcata 
aatgeagtea 
ttctcatcgc 
gcattc tctg 
tgcatgtttc 
catcttatca 
acaaac ttaa 



ctttcttagt 
t tttccctag 
ccctatggaa 
gggtatccac 
gcttatgatt 
aataaaatgc 
ccatggatct 
tget tgaaga 
gctacaagga 
tcaactgaga 
attatcaaag 
acaaaaatct 
gaagggatgg 
atccacacta 
gcatatatta 
gaagagactc 
teggggtcac 
ttctcaaggc 
tgagtgcatg 
tatattcc tt 
at tactgttg 



ttcccat ttc 
gttttgctgg 
agccagtgga 
cct tctggga 
ttccatcacc 
u tactatcaa 
gtcaacgt tc 
aatttaatgc 
atttctcagc 
gttcaaatac 
tcactgaaca 
gtgacccagg 
atttccaccg 
ttattc taaa 
ggctcacaca 
gtgtgtggca 
caacagtacc 
acctggatgg 
aagttgtgaa 
cctatacatt 
gcaaaacaat 



ata ttgtttt: 
cacacctgga 
tatgtgggca 
tgaagaccaa 
agaa tgggac 
ccctgccaaa 
tactgt tget 
tagaagaaaa 
agecaagagt 
aacaattgag 
actga tcgaa 
ccttactgct 
attctac tt t 
ccctcatgta 
gtacatggat 
ccgccgggat 
catcaac taa 
rgaccctggg 
ggtcc tacat 
gtttacactt 

agggggagat 



gtcaaatcaa 
tatctt tc tc 
Lgtggtgtca 
cacagac tc t 
aeggtgaetc 
cgcatcacag 
tccatga tgc 
ctaaagggtg 
ttgttgaaga 
gatgaagatg 
gc tatcaaca 
tt tgaacctg 
gaaaatgett 
catctggtag 
ggcagtggaa 
ggaaagtggc 
atttcaacag 
ccgtcctctc 
gtaatgeata 
caac tacggg 
tagacaaaaa 



ctgtgaL ^ca 
cagaagtt tt 
t tctctatat 
atcagcagat 
ctgaagccaa 
ccccagaggc 
acagacagga 
ccat cttgac 
aaccagatgg 
tgaaagcacg 
atggggactt 
aagctttggg 
tgtccaaaag 
gggatgatgc 
tgecaaagae 
agaatgttca 
tgccacttct 
ctcctcttca 
tgtgatgcat 
gatgt tccac 
aaaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 



<210> 40 

<211> 2059 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 940589 



<400> 40 

aaaccataga 

aagaaactgc 

ttgttataaa 

ctgttctttt 

ctgaaggaca 

ttaaacagca 

tgtgccttgg 

agaatatctt 

ttctc tccaa 



aacgc taatg 
cattaacatc 
tgaaggctct 
agecaaaatg 
cttgtatatt 
gaaaggaaag 
agtaaatcac 
cc tcac tcag 
tccgatggca 



aaagcagaca 
ggacactcct 
cttgattctt 
aaacaccc ta 
gtgatggaat 
ttatt tec tg 
attcacaaga 
aatggaaaag 
tt tget tgta 



tcaaaatctg 
gcaaac tgtt 
tctctaatac 
atattgt tgc 
actgtgatgg 
aagacatgat 
aacgtgtgc t 
tgaaattggg 
cctatgtggg 



gatccttaca 
gaagaagaac 
acagaattc t 
c ttcaaagaa 
aggggatcta 
act taattgg 
acacagaga t 
agac tttgga 
aac tccttat 



ggggacaagc 6 0 
atgggaatga 12 0 
aggaaggagg 180 
tcatttgaag 240 
atgeaaaaga 3 00 
tttacccaaa 360 
atcaagtcca 420 
tctgcccgtc 480 
tatgtgcctc 540 
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cagaaatt tg 
tcctgtatga 
tcctcaaagt 
agttcctagt 
ttctc tctcg 
tggaatatgg 
aaaaaacaaa 
aggaagaaca 
ttgaaagtgc 
ggaaagccag 
etc ttacagc 
gaggtggttc 
ccccggacac 
acacaatata 
aagcatcgga 
agectggget 
tgtcagagct 
aatgttcctg 
gagttcatgc 
cttaaaatcg 
tgaactcaag 
gaacagaaat 
acctcttcaa 
ggatgetgae 
tttattatta 
tataaaaaaa 



ggaaaacc tg 
actctgtacc 
atgtcaaggg 
caagcagatg 
aggcategta 
tgaggaagta 
ccccagcaga 
agatagaaag 
attgagaaga 
ttcaccaaat 
tttggaaaat 
tgtaataaag 
tttgttgaac 
tagaccaggt 
cagtgttgat 
agatgaggag 
gaagaagega 
agtcacgctg 
gaegtatatt 
ttcttgatta 
ggagaaggta 
gggatgc tag 
gccccaattt 
cacagacctt 
cgtgactc tt 
aaaaaaaaa 



ccttataaca 
cttaagcatc 
tgcatcagtc 
tttaaaagga 
getegge ttg 
ttagaagaaa 
atcaggatag 
ggtagecata 
gtaaacagag 
cttcatagac 
gcatccatac 
tacagcaaaa 
atcc ttaaga 
tcagaagggt 
ggaggtcacg 
gaeaeggact 
gctggatggc 

aggagagect 

ttcc tttgga 
gtatcgtgag 
tagtggaatg 
cgtgccac ta 
cctcaaccat 
tat ageagee 
tttacatttc 



ataaaagtga 
catttcaggc 
cactgccgtc 
atccctcaca 
tccagaagtg 
taaaaaattc 
ct ttgggaaa 
ctgatttgga 
aagaaaaagg 
gacagtggga 
tcacctccag 
atac tactcg 
atgetgatet 
tcttgaaagg 
attctgtcat 
ttgaggagga 
aaggcctgtg 
tcactcagga 
aacagaatga 
tt tgaaaagt 
agtgtgagca 
cc tacttgtg 
aaaatgaaga 
cgtatgatat 
ctaaaggttt 



catctggtcc 
aaatagttgg 
tcattac tec 
tcgcccctcg 
c ttacccccc 
gaagcataac 
tgaagcaagc 
aagcattaat 
taataagtca 
gaaaaatgta 
tttaacagca 
taagcagtgg 
cagcttggct 
ccccctgtct 
tttggatcca 
agatgacaac 
cgacagataa 
gt teatgetg 
agcagaggaa 
c tagaactcc 
teggget ttg 
tgattgtggg 
taataatgee 
tattcacat t 
gagaattaaa 



ttgggttgca 
aaaaatc t ta 
tatgaacttc 
gctacaacgc 
gagatcatca 
acaccaagaa 
acagtgcaag 
gaaaat t tag 
gtccatctga 
cccaatacag 
gaggacgata 
c tcaaagaga 
tttcaaacat 
gaagaaacag 
gagegacttg 
cccgac tggg 
tgcctgagga 
agatga teat 
ac tct taata 
cgtaagtttt 
cagtcccata 
aaattac tta 
tacctcagag 
at gatatgtg 
tatatttaat 



600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

15 6 0 

1620 

168C 

1740 

1800 

1860 

1920 

1980 

204C 

2059 



<210> 41 
<211> 1023 
<212> DMA 

<213> Homo sapiens 

<220> 

-:221> mi sc_ feature 

<223> Incyte ID No: 304421 



<400> 41 

gaggcagagg 

gaggacaaag 

aagtct tctt 

gactcactgc 

ccctaccagc 

acactgaacc 

egggacaaga 

aagttccagg 

ategaggegg 

tacatccgag 

gtaagecget 

gtagaggeca 

cggcagctcc 

aggcagecag 

getctgetgt 

gggatagctg 

ttatgcaaaa 

aaa 



ggtgggcggg 
ccacgcc ttg 
gcagccgtgt 
agaagcagga 
cgcccacatt 
atatcgatga 
gcaagctgat 
tggacacagg 
atgacaaccc 
ctgccctcag 
ctgccacact 
tecagaeggt 
aggttctgga 
gatccctgac 
ttctagtgac 
ggtggtgacc 
gtgagttcag 



c cggcccatg 
ccccagcatc 
ggacgaagtt 
cctccggagg 
ggcttcgctg 
ggtctggccc 
ccagctggga 
tgecaaatte 
c ttc ttcgac 
tgttccccaa 
tgtcc tggee 
gcaggcccac 
caaccgactg 
cc ttggccca 
cctgagatgt 
tc ttagcggg 
tccatctc ta 



gc tgagacct 
e tggagctgg 
tggcccaacc 
cccaagatcc 
cagege ttgc 
agee tc ttcc 
atcacccacg 
taccgtggaa 
ctcagcgtct 
ggccgcgtgc 
ttcctcatga 
egcaatatet 
gggegggaga 
accccaccag 
aaacagcaag 
tggatttccc 
taataaaata 



etc tcccaga 
aggagctcct 
ttt tcatagg 
atggggcagt 
tgtgggtccg 
tgggagatgc 
ttgtgaatgc 
tgtccctgga 
actttctgcc 
tggtacactg 
tctatgagaa 
gccctaac tc 
eggggeggtt 
cc tggece tg 
tgggggctga 
tgacccaatt 
ttcategtea 



gc tgggggga 
gcgggcaggg 
agatgegatg 
ccaggcatct 
tcaggctgcc 
gtacgcagcc 
cgctgcaggc 
gtac tatggc 
tgttgc tcga 
tgccatgggg 
catgaegctg 
aggcttcctc 
ctgatc tggc 
ggaacagcag 
ggcagaggca 
cagagat tc t 
taaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

72 C 

780 

840 

900 

960 

1020 

1023 



<210> 42 
<211> 4416 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1213802 



<400> 42 

gaaatttttt tctgcctcat tattattaat tcatggattg agtgttggtt cgacctacag 60 
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gcgtaataga 
gattacagtt 
cacgaggact 
cttctgatct 
ctattccaca 
aaatgaaact 
tcggcacatg 
aacaggatgt 
ccttttccta 
agtgaaggct 
ccctcagctg 
tccaccagtt 
ggaaggtgat 
acgagtgact 
tggaataaaa 
aggtgagggt 
tgaaaaagaa 
agaacccttg 
cggtgacagt 
age tccagaa 
ggagegatta 
agttggtgag 
acgtggagaa 
ttcaggagca 
aaaaaaacat 
caagctaaag 
cagaggacaa 
gaege tggaa 
caccagctcc 
oaaaagaaca 
cjagcaqtatt 
;aaaattcaa 
gagggaaaaa 
ggcauagaaa 
!:cccacaaag 
gaatg^gaaa 
cgtgaagcca 
agtggagatg 
acaggaaccc 
atcagtcact 
gtcctcttca 
gaaaactege 
ttt cgagaaa 
tcctgggaaa 
gtggtagtga 
tgtaacattt 
tacctctgaa 
tataaccatt 
atacccttct 
ac ttagtgac 
tatgtattgt 
accattaagg 
aattgtatgt 
gctcaggaag 
tctgttagcc 
taaagtgcct 
tatatgagat 
ttcttcagta 
tttttatttc 
accacctgag 
agtacactga 
tgccagtttt 
cacctcaagg 
gatatgttgt 
ctgtaggtgg 
taaggaactg 
atatggaaaa 



ttggaactca 
taaagacaat 
tggagcctgg 
aagaatctac 
tgtaccaaag 
gtttgeacat 
gagattgata 
caaaaattaa 
cctccgagca 
agecaacttt 
eggagegtta 
gtaattaatg 
gaaaccaaaa 
tctgtccgga 
actcttgagg 
tct tcaggag 
aatgtcagga 
gttagattga 
gatcctccat 
actaacautg 
ggcatgtcag 
atccatgtga 
ttgeaaacta 
agaagc tcct 
eggcagcagg 
attgatagtg 
tcagaggagc 
gaaattaaac 
ccg tctcaac 
gggatgaaag 
agaacagaag 
gtcaagagat 
tedgtcttga 
ccagtgctca 
tcatcccaga 
tgtgcagcac 
tctgtggtta 
cacgctgctg 
ccagccaaaa 
gtgcctgaag 
gattcctcac 
cgactcagct 
ctaatatggg 
gatgaagatg 
ggacacttta 
acctgagatg 
ttatctgtat 
ttgtccattt 
ctccacaaaa 
tccttgaggt 
cttgatgtac 
accaaatttt 
ctttttaaag 
cctgtaatgt 
tctgaagagc 
caggggtccc 
ggtgacatga 
cttgcctcct 
taac tctccc 
ggaaaaaatg 
attgtac tgt 
cttcatttct 
tttagatttg 
atataatcag 
ccagttttgt 
ctgttgtaag 
ggaagaaagc 



gtgaagacac 
ttc tgtgatc 
tecttgettt 
ccagcatgcc 
gcgacagctg 
tatggcaaga 
aaaaacgcag 
actgegcttt 
aaactgtgtt 
cagttcagca 
tgaaagtaga 
ctgcagatga 
cacctaccct 
aacctgeagt 
aaattaagtc 
tttccagtct 
ctgtggtgag 
gtcttactga 
taaagegtag 
acaaaacacc 
ctgatccaga 
agacattaga 
aactcaagac 
ccactatccg 
aagcagagag 
aaattaaaaa 
ctgcaggtaa 
tggagaaggc 
acgaggccac 
aagagaagaa 
ctaaagaggc 
gtgagaccat 
cacctcttcg 
-rtgctgtgcc 
aggtggaggt 
agaccttgga 
aagt tgtgtc 
tcattgccgc 
aggcagc tgt 
cagaaaatcc 
ccccggaggt 
ctgcctcaac 
agatttcagg 
acc ttctget 
aaaaaaaaat 
atcatttctt 
gtgtcctgga 
gatgecattg 
aagagactga 
gtttgtcagt 
ttaatattac 
atgctaccac 
gtatttaaag 
gggcataact 
aatatctaat 
ctgaaactaa 
ttagaggaat 
tgctggcatt 
aacaaacccc 
agcttattca 
gecagggata 
gaattgagtt 
tgaaggaata 
gaggaagagg 
ttctcatagg 
cggctcatca 
cacaggactg 



agatgttcct 
aagttgtcat 
gaggaagcag 
taatcaagga 
cccattccgt 
agggegctgt 
tgaaattcct 
ccatcacaat 
gcccactgtg 
gaacaaattg 
aagttccgaa 
tgatgaagat 
gcaaccaact 
caatataaag 
aaagaaaatg 
tttactccac 
gacagtaact 
gagactgggg 
cctggcacag 
aaagaaagct 
taa tgaggat 
agaaattc tt 
agaaggacct 
tatcaaaacc 
acaaaaaagc 
aacagtagtt 
aacaaagtct 
actgagggtg 
tccaggggca 
ccttcaggaa 
t tcaggtgag 
gagagagaag 
gggagatgta 
aggaatcaca 
agaaacc tea 
aaaaaggggt 
atcccccaaa 
tgtgaagcca 
ggc tgt tgtc 
tagagacagt 
gtctggccct 
aggaaagece 
aggcaaattg 
tgagctatca 
cgccaaaaaa 
tagtc tagaa 
ttccttgggg 
tttatcatct 
gagggagatc 
tttggttttt 
ctgagtttga 
taaacaaaaa 
attcaactaa 
ctttggacct 
ttattattac 
ttttctattt 
tcttttttag 
gaattaacac 
tgttgcccag 
age tgccaat 
ttgagatget 
ttcttttctt 
agcatgatgg 
aaggaaggac 
gaaatctgac 
agagttgaac 
cccattcagt 



gttcagagca 
ttggaagatt 
tggcttgttt 
gaagactget 
cactgtgaag 
tttcgacagg 
tgttattggg 
agaggacgat 
cc tgagtcac 
tctgtccagt 
aatgttcc ta 
gatgatgatc 
cctgaagttc 
caaggtgaat 
aaggaaaaat 
cctgagcccg 
ctctccacca 
aaacga.aaat 
aggctaggga 
caagtt tcca 
gcaacagata 
cttgaaagag 
tcaaaaactg 
ttc tctgagg 
aaaaaggata 
ttgccaccca 
atgeaggagg 
cagcagagct 
aggeggctge 
ggaaatgaag 
accacaggag 
caca tgcaga 
gcctcttgca 
cggcacctga 
gggattggag 
aaagctaaac 
ttggccccaa 
ctcagctcca 
ccgcttgtct 
cttgtgctgc 
tcctcatccc 
ccactctctg 
gaagctgaga 
gaaatgattg 
ctggacttag 
tttgccccaa 
tcagattttt 
tttgagaaaa 
aagtgaaagg 
ttcttctttg 
aatggatgaa 
tacccactca 
gctttaaaga 
gatcttgatg 
tgtaattttt 
ctgggattcc 
tatgaaaatt 
agggacaaaa 
tatttgtttg 
atttatctat 
ctgggggtgt 
gatgttggtt 
aaataatagt 
ttacccattt 
ccacctgtca 
ttcaegtage 
cttgggaaga 



accagctaat 
aaacccattt 
caagaageca 
attttttttt 
ctgeaatagg 
tgtgcaggtt 
aaaatcagee 
atgttgatgg 
cagaagagga 
ccaatccttc 
gccccacgca 
agttttctga 
acaatggatt 
gtttgaattt 
ctaagaagca 
ttccaggtcc 
aacaaggaga 
tttcagcagg 
agaaagttga 
agtctcttaa 
aagttaataa 
ccagtcagaa 
atgattctac 
tcctggctga 
caacttgeat 
ttgttgccag 
tgcacatcaa 
ctgagagcag 
tgegaatcac 
ttgattctca 
ttgacatcac 
aacagcagga 
atacccaagt 
ccaagcggct 
actcattatt 
ccaaagtgaa 
aaegtaagge 
gcagtgtcct 
ctgaggacaa 
ctccaaccca 
aaatgagcat 
tggaggatga 
ttgacctgga 
atagctgaag 
tttcatctat 
atcagaagta 
aaagttactt 
aagttctgtc 
gtgeaagega 
ttgta ttctt 
gaeagctge t 
gtctgtgtta 
gggctgagca 
cttctgctgc 
taaaaggctt 
ctggattcat 
gtcccttttc 
tttggttaat 
gtggccttta 
gggctgtagc 
attgtatacc 
tec ttcatat 
cttgaaagga 
tgatattttg 
tgt tggctcc 
cttgttggga 
ttgggatgat 



120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

12 0 0 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2 2 2 0 

2280 

2340 

2400 

2460 

2 52 0 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 
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tctgcacaag caaaaatgac tgaagtttat gtatagacac acctctacca atccatcttc 4140 

agctgactga atgttgtatg atagcccttc tccaaagcag aggtagaatg ttcaggtttc 4200 

accatggatt ttctacttat ttcgtttttg gaatcagctt acagattcca ggtccctttt 4260 

gtatatattc tttattcttt tgctttttta aaaaataatt ttgtttcata tttaaagcac 4320 

ttgtattagt caatgtttcg tgttccgcat tatttgaacc atttgccctt acagaaagag 4380 

aaatacttgt ttgtgtttta aataaaactg atgtag 4416 



<210> 43 
<211> 2068 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1378134 



<400> 43 

gcagtccatc 

gattggcggc 

acagatccag 

acaaccaaat 

gctggacagc 

ggggaaggtg 

ac tcacagcc 

aaatgc taag 

ccagggatca 

ggtcat tggg 

gcacgtggcc 

gatccgaatc 

tacgctggag 

gaaccto tat 

jaagtttgcc 

-;: tgtgacctt 

aattgat tt t 

iccttaccgg 

aagcctgggc 

:g?aggggac 

ggatgcatcc 

tgccacgact 

actgaggggc 

ccttttcctt 

aggccaggct 

gaaaacgtca 

acctccacct 

caatgggaat 

ctgatgctgg 

gctcagacct 

ttttaatgta 

gtttttatac 

gtgtggcaga 

tacagattgg 

ggtgacagcc 



agtccgctga 
agtaagcaca 
gt ccgacagt 
gggcttacaa 
attcatagac 
aaagccaccc 
ttcgaacacc 
aagcgccagg 
tatgtgcagg 
aaggggagct 
ctaaagatgg 
c tggaacacc 
aatt tcacc t 
gagctcatca 
ractcgattc 
aagcccgaga 
ggctccagtt 
gctccagaag 
tgcat z ttag 
cage tggcct 
aaacgageca 
c tctcagatg 
ccaccggaga 
gacttcttaa 
ttgcggcacc 
gtgaaaagga 
tc tagctcag 
attcagcaga 
taacctgaaa 
gtttttattt 
agaaagttgt 
tttcagaaac 
ataataacat 
tgtcaaagac 
ccttaaggcc 



tgcgtcgccg 
caatgaatga 
tg tttgagga 
cagtgggcaa 
ggcaggggag 
ccatgacacc 
atgagacttt 
gcatgacagg 
tgccccacga 
ttgggcaggt 
tgcggaatga 
tgeggaagea 
uccgcaacca 
agaagaataa 
cgcagtgc tt 
acattttgtt 
gt tacgagca 
tgatccttgg 
cagagc tcct 
gtatgattga 
aaaattttgt 
gctctgtggt 
gcagagagtg 
aacagtgttt 
cctggctgag 
taactgagag 
cttccaaact 
ggacagtgtt 
gatacgacat 
gctcaataac 
tcattttgtt 
tttttgtgtt 
cagtggcagg 
at tcactatg 
c tcctttt 



ggccagcaac 
tcacctgcat 
taacagtaac 
aaeggge ttg 
ctccacctct 
tgaacaagca 
cage taccct 
tgggcccaac 
tcacgtggct 
ggtcaaggee 
gaagege ttc 
ggacaagga t 
catc tgcatg 
attccagggc 
ggatgctttg 
aaagcagcag 
tcagcgtgtc 
ggecaggtat 
gaegggttae 
actgt tgggc 
gagctccaag 
cc taaacgga 
ggggaacgcg 
agagtgggat 
gaggcggttg 
caccggtgct 
gaggactaat 
gecaaaaett 
tgetgagect 
tctac tcatt 
tttataaaat 
ctaaaagtac 
ccactgatta 
tttttatggt 



gctgccgccg 
gtcggcagcc 
aagcggacag 
ccagtggtgc 
ctaaagtcca 
atgaagcaat 
gaaatatatt 
aatggtggct 
tacaggta tg 
tacgatcaca 
caccggcaag 
aacacaatga 
aegtttgage 
t tcagtc tgc 
cacaaaaaca 
ggtagaagcg 
tacacgcaca 
ggcatgccca 
cccc tc tt gc 
atgccctcac 
ggttatcccc 
ggccgttccc 
ctgaaggggt 
cc tgcagtgc 
ccaaagcc tc 
atcacatc ta 
ttggcgcaga 
gt tagctgag 
tactgggttg 
tgtatctttt 
acatgaggac 
aatgagcett 
cttcatgac t 
tcatgttata 



cagcccacac 
acgctcacgg 
tyctcacgac 
cagageggea 
tggaaggcat 
acatgeaaaa 
tcttgggtct 
atga tgatga 
aggtcc tcaa 
aagtccacca 
cageggagga 
atgtcar^'ca 
tgc tgagcat 
c tttggttcg 
gaataattca 
gtat taaagt 
tccagtcgcg 
t tga tatgtg 
c tggggaaga 
agaaactget 
gttac tgcac 
ggagggggaa 
gtgatgatcc 
gcatgacccc 
ccaccgggga 
tatccaagtt 
tgacagatgc 
ctcacgtccc 
aaaaggagta 
cagcac ttaa 
aatgctttaa 
actgtattta 
gccacgcatt 
tcctccccag 



60 
120 
180 
240 
300 
360 
420 
480 
j 4 0 
of)0 
:6 0 
'?20 
780 
840 
900 
960 
1020 
108C 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2068 



<210> 44 
<211> 1850 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1490070 



<400> 44 

gggctgcctg cctgcctgcc tgcctgcctg 
actggccact gcctcccacc cagggctggc 
gtgtcctcca tcaccgcagg tcggtgaggg 
atcactgagc tccactcctt cctcattttg 



gcccggcccg agctccagcc tgcctcttcc 60 

atccctgctc cctgccctgg gtcccagact 120 

gctgggctgg acaccagggc ccgccctccc 180 

ctgetgatte tagccccaaa caaaacaggt 240 
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tgagcttttt 
agacggcgcc 
c tggcgcctg 
acgcctgagg 
agcccacacg 
agacatggtg 
ggtgcagatc 
tgactccttg 
cctgcgtgag 
gaagtatgag 
catggagtcc 
cttcgagcgc 
caggcagtgc 
gctggagaag 
gctgcaagag 
gctc tccatg 
aggctgcagc 
gccccccgct 
cagccctygc 
aagt-.cccaag 
ccccgagcgg 
ggcctcacca 
gc tggacctg 
gaccgtggag 
aggaagggcc 
actgtcccca 
tcgcctccca 



cctcccctca 
ggccgggaag 
gccc tccatc 
atgatgcccc 
ggc tacgagg 
gage tactgt 
geaeggaagg 
aagcagcaaa 
gagctgegga 
geegtcatgg 
aagaagacat 
attagegeca 
aaggactegg 
gtccgggctg 
tttgacegge 
cagtgtgtca 
atagacgecg 
ccggtgccct 
atacagcegt 
accacttcgt 
aatgagggtg 
geccaggagt 
tecgegggag 
aggaaeggge 
aggagcccct 
ecttgetagg 
gggaataaag 



gaagc tec tc 
gggggcctgg 
aggccagcc t 
agetgeagtt 
tgetgetgea 
ggcagagggc 
caggtggcca 
tggagaatgt 
gtc tcgagga 
accgggtcca 
acgagcagaa 
acggccacca 
ccaccgaggc 
agtgggagca 
tgaccattct 
aggatgatga 
acatcgacag 
accagaac ta 
cc tgeggcat 
tggcagc t tc 
tc tacacagc 
accgggcgct 
acatcctgga 
agcgtggctt 
tcggacctgc 
gcccagaacc 
gagtgcgt tc 



tctggctcgt 
gccagccc tg 
gtggcaggag 
caaagatgee 
geggctte tg 
ecaggeggag 
gaeggagate 
gggcagctca 
gtt tegtgag 
gaagagcaag 
gtgeegggae 
gaagcaggtg 
agagegggta 
ggagcacegg 
ccgcaacgcc 
gctctacgag 
tt tcatccag 
t tacgategg 
gataaagagg 
tgctgcgtcc 
eategcagtg 
ctacgattat 
ggtgatcctg 
cgtccc tggt 
cc tgccagtg 
aagcgtcccc 
tgttctce aa 



ggctgect tc 
ccaggactgg 
agtgagcttt 
t tttggtgca 
gatggcagga 
gageggtacg 
aactccctga 
cacatccagc 
aggcagaagg 
c tgtege tc t 
gcggacgacg 
gagaagagtc 
tacaggcaga 
accacctgtg 
c tgtgggtgc 
gaagtgcggc 
gecaagagea 
gaggtcaccc 
ttc tctggac 
acagagaccc 
caggagatac 
acagegcaga 
gaaggggagg 
tec tacctgg 
gagecagcag 
cagccccgag 
aaaaaaaaaa 



tgagtgttgc 
gaege tgctg 
gccgcggcag 
gggac ttcac 
agatgtgcaa 
ggaaggagct 
gggcctcc tt 
tggccctgac 
agcagaggaa 
acaagaaggc 
eggagcagge 
agaacaaagc 
geattgegea 
aggectttea 
acagcaacca 
tgacgctgga 
egggcacaga 
cgc tgaccag 
tgc tgeaegg 
tgacccccac 
aggcyaaaccc 
acccagatga 
atggctggtg 
agaagctttg 
tgcccccagc 
agggagectg 



300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

L800 

1850 



<210> 45 

-;;lll> 2534 

<212^ PNA 

13 > Hono sapiens 

<>20> 

-:221> raise., ceature 

<223> Incyte ID No: 1997814 



<40C> 45 

aaagagggga 

gaac tggaga 

gatgetegtc 

gtgaagaaaa 

gcgaggcagg 

gtgctccgtg 

aagcggcagt 

gaggeggage 

aatgccgcca 

tccaagcctt 

actgtggatg 

aagaacctgg 

cc teggggat 

agcaaacctg 

agcaactttg 

ccaacaagcc 

gatctgccca 

cgaagtgaat 

gaaggggcag 

agtggcagtg 

gagaacegga 

gacataaaaa 

catttataca 

acacgtctac 

c t tctgggta 

gtgac taggt 

tagttcctat 

caacagcttg 

tctccacttt 



tggagcaggg 
agttaaatca 
agaagttccg 
ttggcaaagc 
ctcagctgga 
ccgccaagga 
tcgactccgc 
agaccaagac 
tgggcegcat 
attttgaact 
acctgcaggc 
agatgatctc 
gcggtgttgg 
agectgatge 
tgtctgaaga 
cgtctgagat 
gccctgtgtc 
geagegggge 
agaataaaac 
gtggcagcag 
tgaagcagct 
tggtgcagat 
tggaactgga 
tetaaactge 
agagc tcttg 
tcacagcc tt 
gaaagaacca 
cttctctttc 
atcccacgat 



gctggaggag 
gtccaeggat 
ctctgttctg 
tgtggaagac 
age tcagaaa 
gaccatctcc 
ctggcaggag 
caggagegag 
gcgacagctg 
caaggcaaag 
caaac tgacc 
agatgagatc 
tgetgaggge 
catttctgtg 
tgactcggaa 
gcctgaccag 
cc tgtcagag 
ctcctcccct 
aagtgacaaa 
taagagccaa 
ctccc tacag 
tggctgattc 
gaacattgtg 
tctaatgaag 
ggc tggtt t t 
tgtggaacat 
gage tgggaa 
tcttctcacc 
atctaaatga 



gaagaagagg 
gatatcaaca 
gttgaagcaa 
tccaagccct 
gccacgcagg 
ctggccgagc 
atgetgaate 
ctggtgcata 
gagaagaaac 
tactatgtgc 
ctggcaaaag 
cacgagcggc 
agcagcacat 
gec teggagg 
acccagtccg 
ttccctgcgg 
tttgggatga 
gaatgtgaag 
gccaacaaca 
agcagcacc t 
tgctcaaagg 
atcctgggcc 
ccaataatca 
tttcagtgac 
tcagagcaga 
teegtataac 
gatggctggg 
ctcagtttgt 
aaaagaaaga 



cggatccccg 
gaegggagae 
eggtgaaact 
actgggaggc 
act tccagag 
ageggctget 
acgccactca 
aggagaegge 
tcaagagagc 
age tcgagca 
gcgagtacaa 
ggege tccag 
c tgtggagga 
cc tttgaaga 
tgtccagctt 
t tgtgaggcc 
tgttcccagt 
tagaacgagg 
accggggcct 
cccctgaggg 
gaagagatgg 
c tggccgatg 
tttaatatat 
c ttgagggc t 
gttcttgttg 
ggcattgtgg 
aagccaggcc 
atgggaaaat 
aaacccacac 



gatccaggga 
tgaacttgag 
ggatgaac tg 
aeggagggtg 
ggecacagag 
ggaggatgac 
gagggtcatg 
agccaggcac 
catcaacaag 
ac tgaaaaag 
gatggccctg 
tgccatgggg 
tc tgccaggg 
tgacagctgt 
tagttcagga 
tggcagcctg 
gttgggccct 
agacagggca 
cagcagtagc 
ccaggccttg 
aattattget 
tgcatatcaa 
gecaaate tt 
aaagattgtt 
tgggtagac t 
aagcaataac 
aaagtggggg 
ggagatgtcc 
acaaagcaaa 



12 0 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 
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aac tcaagta 
aagaacacaa 
atgctgggat 
gtgggaaagg 
ggggatttgt 
gggattta tt 
gatgttaatt 
ctgcactagt 
atgtgttggc 
tcatggtaat 
taaaagaaaa 
tcatttgtaa 
tacaaggt ta 
gttaaaaaaa 



ttaagagcac 
ttcattttca 
acccattaaa 
tgaatgccag 
ggctgtgggg 
ctaagagaag 
tctctgtagg 
attccttaga 
aaaggctgtt 
gcatatttag 
aagcaaccct 
atctcttcat 
ttttgtactt 
aaaa 



atatt t t tga 
ccacctctgg 
accattttct 
tggggatgcg 
gagaaggttc 
tgcatgtgaa 
ttgtaacttt 
ggaaacagtt 
aatagtagtt 
agcactgtat 
ctt tcaaact 
acaatagtga 
gtcttaatac 



cccagtggag 
tgttcagagg 
agaaggc tac 
gggggatgag 
tacagcataa 
gaatggttgc 
aaaaataaat 
ctttaaagt t 
aagtgt taag 
ttttgtcttg 
gttaattctg 
cttctttttt 
actaagtgta 



<210> 46 
:211> 3786 
'212> DNA 

;21l\> Homo sapiens 

--220> 

<221> misc_feature 

<223> Incyte ID No: 2299715 



^400> 46 
:cgtcctcga 
'icggcctggt 
itggtggcaa 

TCtCtCCt c.C 

:acctatgga 
. .gutatggat 
;aaacactct 
.ccaggacat 
;.gaccLty tg 
:ayagaaatc 
jaagggccag 
jagtgc tcag 
gatggctcct 
:gatctttgg 
tgacatgcat 
gtcaaaaaaa 
catgcagcgg 
tgaaaggcaa 
cgagaaagat 
tgaacaggaa 
agatt tcctg 
gttactacag 
gagacagaag 
gagagagcgg 
aaagaggcgt 
agaagaagaa 
ggagcagcgg 
gcatgaccat 
aaggagcaag 
agcgcgagag 
cccactgcag 
tgagcccagg 
ctcctcaggg 
ctccggggaa 
cctggaaaat 
tgctgatctg 
caaagtaacg 
cgatgtggag 
gtcatctctg 
tgatgtagaa 
gactcagtcc 
tatagacccc 



ggcgaggaga 
ccgcggctga 
aaagggaaaa 
c tgcgggatc 
caagtc tata 
gtcactgagg 
ca tcacagaa 
gatgaccaa: 
aagaacacca 
ctgaggggac 
aatgtgttgc 
ctggacagga 
gaggtcatcg 
tcttgtggca 
ccaatgagag 
tggtcgaaga 
ccctctacag 
gttagaatcc 
gaaac tgagt 
ggagagccaa 
agactgcagc 
gagcaacagc 
cggattgagc 
gaagctagaa 
ctagaggagt 
aagaggagag 
cacttggaag 
aggaggccgc 
ccaagcttcc 
gttcc tgtga 
ggcagtgggc 
cttctgtggg 
tccagcaact 
cgcttcagag 
gcagtgaaaa 
accgcactgg 
gactactcct 
caggaagggg 
aatttgagca 
agtgagccgg 
gctagtagca 
agat tactac 



gtaccgggcc 
gatacacaga 
tggcgaacga 
ctgctgggat 
agggtcgaca 
atgaagagga 
acat tgcaac 
tctggc ttgt 
aagggaacac 
tggcacatc t 
tgactgagaa 
c tgtggggcg 
cctgtgatga 
ttacagccat 
cactgtttct 
agttttttag 
agcagctttt 
agcttaagga 
atgagtacag 
gttccattgt 
aggagaacaa 
tccgggagca 
agcagaaaga 
ggcagcagga 
tggagagaag 
ttgaaagaga 
tccttcagca 
acccgcagca 
atgctcccga 
gaacaacatc 
agcagaatag 
agagagtgga 
caggatccca 
tgagatcatc 
aacctgaaga 
ccaaagagct 
catccagtga 
ctgacgagtc 
atggtgaaac 
ccatgacccc 
cactccagaa 
agatttctcc 



get taaaaaa 
gggcttttaa 
catgagctgc 
ggtaggaggg 
gccttatcct 
cactgttatt 
gaaattattt 
aggaaaggga 
actgetttte 
ttaagaaaat 
tcacagcctg 
gactgataca 
ataaaaaegg 



aaaaaaatcc 
aaaagcgtgt 
actttttggg 
acttatagaa 
gccagccaag 
agattgacaa 
aagggttatg 
gtaggcaggc 
tttaacgttt 
ttagcatttc 
tatattttag 
gtatcttaat 
cttgagaaaa 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2534 



ggcccggctg 
gcgacagaga 
ctcccctgca 
ttttgagctg 
tgttaaaacg 
agaaatcaaa 
atat tatggt 
tatggagt c.c 
actcaaagaa 
tcacattcat 
tgcaggggtg 
gagaaatacg 
gaacccagat 
tgagatggca 
cattcccaga 
ttttatagaa 
gaaacatcct 
tcatatagat 
tgggagtgag 
gaacgtgcct 
ggaacgttcc 
ggaagaatat 
acagaggega 
acgtgaacag 
gcgcaaagaa 
acaggagtat 
gcagctgctc 
ctcgcagcag 
gcccaaagcc 
tcgctcccct 
ccaggcagga 
gaagctggtg 
gcccgggtct 
atccaagtct 
taaaaaggaa 
tcgagcagtg 
ggagtcgggg 
cacctcagga 
ggaatc tgtg 
atccaaggag 
acacaaatct 
atetagegga 



ccgcgcgagg 
catttattgc 
aaaagtc tgg 
gtggaagtgg 
ggtcagt^.gg 
-rtggagtt taa 
uctz tcatca 
tgtggggctg 
gactggatcy 
jatgtgattc 
■ laactcgttg 
t tcataggca 
gccacctatc 
gaaggtgctc 
aaccctcc-c 
gggtgcc tgg 
tttataaggg 
cgtaccagga 
gaagaagagg 
ggtgagtcta 
gaggctc ttc 
aaaaggcaac 
egge tagaag 
cgaaggagag 
gaagaggaga 
ateaggegae 
caggagcagg 
ccgccaccac 
cactacgagc 
gttc tgtccc 
cagagaaact 
cccagacc tg 
caccctgggt 
gaaggctc tc 
gt tt tcagac 
gaagatgtac 
aegaeggatg 
ccagaggaca 
aaaaccatga 
ggcac tctaa 
tec tec tcct 
acaacagtga 



agegeggteg 
catttgtttt 
tggacatcga 
ttggaaatgg 
cagecat caa 
atatgetaaa 
aaaagagece 
ggtccattac 
ct taeatctc 
acegggatat 
actttggtgt 
ctccr tactg 
attacagaag 
cccctctc tg 
cccggctgaa 
tgaagaat ta 
ateagecaaa 
agaagagagg 
aggaagtgee 
ctcttcgccg 
ggagacaaca 
tgctggcaga 
agcaacaaag 
aacaagaaga 
ggagaeggge 
agctagaaga 
ccatgttact 
cgcagcagga 
ctgc tgaccg 
gtcgagattc 
ccaccagtat 
gcagtggcag 
ctcagagtgg 
catctcagcg 
ccctcaagcc 
ggccacc tea 
aggaggacga 
ccagagcagc 
ttgtccatga 
tcgtccgcca 
ttacacc ttt 
catctgtggt 
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1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 



43 



PF-0565 USN 



gggattttcc 
ctcagtggtc 
taaatacaag 
gctagtgggt 
tcctcttatc 
ggtgacaa ta 
taaaatac tt 
tttggaagga 
tgctttgaag 
ggcctttaag 
tgtggattca 
accccatgca 
agatgagggg 
gggagagatg 
gaaggccata 
aagggctcaa 
tcggtctggt 
ctggtagaag 
cttggaattc 
ytgcagacct 
atccccatcc 
ctotta 



tgtgatggga 
aatgtgaatc 
aagaggt tta 
acagagagtg 
aaccgaagac 
tctggcaaaa 
cacaatgatc 
tgtgtacatt 
agttc tgtgg 
tcatttggag 
ggatcagtct 
atcatcatcc 
gtttatgtaa 
cc tacatcag 
gagatccgat 
agac taaaat 
ggcagcagtc 
cagtgtgatc 
cttgtaactg 
catgcgr.tgg 
cttttttttt 



tgagaccaga 
ctaccaacac 
actctgagat 
gcctgatgct 
gatttcaaca 
aggataagtt 
cagaagttga 
ataaagttgt 
aagtctatgc 
aattggtaca 
atgacattta 
tccccaatac 
acacatatgg 
tagcatatat 
ctgtggaaac 
tcttgtgtga 
aggtttattt 
cagggattac 
gagctcggag 
gt cctctccc 
tc ttac tcca 



agccataagg 
taggccacag 
tc tgtgtgct 
gctggacaga 
aatggacgta 
acgtgtctac 
gaagaagcag 
aaaatatgaa 
gtgggcacca 
tggatcctgt 
tctaccaaca 
agatggaatg 
aaggatcacc 
tcgatccaat 
tggtcact tg 
acgcaatgac 
catgacctta 
tggcctccag 
c tgcaccgag 
c tccttcctg 
aaat.aaatca 



caagatccta 
agtgacaccc 
gcct tatggg 
agtggccaag 
cttgagggct 
tatttgtcct 
ggatggacaa 
agaatcaaat 
aagccatatc 
gctggattcc 
catatccagt 
gagct tctgg 
aaggatgtag 
cagacaatgg 
gatggtgtgt 
aaggtgttct 
ggcaggac tt 
agtcttcaag 
ggcaaccagg 
ttcctcttat 
aggc tgcaat 



cccggaaagg 
cggagattcg 
gagtgaattt 
ggaaggtcta 
tgaatgtctt 
ggttaagaaa 
ccgtagggga 
t tctggtgat 
acaaatttat 
atgctgttga 
gtagcatcaa 
tgtgc tatga 
ttc tacagtg 
gctggggaga 
tcatgcacaa 
ttgcctctgt 
ctcttctgag 
a:cctgagaa 
acagc cgtgt 
ataccagt t t 
gcagctggtg 



2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
348C 
3540 
3600 
3660 
3720 
3780 
3786 



<210> 47 
*211> 1182 
'212> DNA 

'213> Homo sapiens 



:::20- 

:221> mi 3C_ieature 

^223> Incyte ID No: 20.9854 



■;-A00;. 47 
;ttggtgaay 
jgaccatat 
■:-'icacccctt 
c tcgattgtc 
agggcgctga 
actacctaca 
agaaaagaat 
ct ttgttcaa 
aaaatggatg 
aagtcaagga 
aaatcaaaca 
atggaggcaa 
atgaaaactt 
t tggtaaaga 
ccaactgcc t 
gataaaacac 
cttgcacaga 
ttatgccaaa 
agacttgatt 
agtgccttac 



icuagcgaag 
taataaagag 
cttcccactc 
cagcctctgc 
atgagtggga 
acaagcacat 
gggt tcgcct 
agcactttga 
ctgttccaac 
atcttttgaa 
ttagtagtca 
aaaagaggat 
gcctacaaaa 
atttagaagc 
taagcagtct 
tgctaagtct 
gc ttgatgcc 
attcattatt 
acaaaagaat 
attagaatta 



gcgactagag 
aaagggaagg 
cgctctcacg 
cagaagaaag 
aagggaaatg 
taacatcagc 
ggt taggcgc 
agcctcctgt 
catttttgat 
gaaaaacaac 
gcaagtacta 
cat taaac tg 
ggaacgcaga 
aaatagtgta 
tec tt tggaa 
aaatctaaaa 
tatccttcat 
taataaagtt 
aaaaaacttc 
eggactttea 



ctccaggagg 
ctgaccg tec 
3.c caagctct 
c ttagcagee 
ccgaccaat t 
ctccacaggt 
aaaaatt ttg 
tttgacc taa 
ttttgtaccc 
agt tgttctc 
cttgaacaca 
gaaaaagaaa 
gcaactcgaa 
ttacctaaag 
gattttaaga 
cagaccaaga 
tct tttcaga 
ttacttgaag 
atatggaaat 
aaactatgat 



." " g ctctg 
ttcgee tccg 
cacgattaag 
agcgcctcag 
gcgctgcggc 
t tcctttgga 
tgccaggaaa 
caggacaaac 
atataaagtc 
cagctggacc 
getatgeett 
tagcaagctt 
gatggatcaa 
gtacatcaga 
tccttgaaca 
gtaccttcat 
agtaaagata 
taacattac t 
tttatttgaa 
aa 



tgggc L-jcag 
cccccacata 
gcacgcctgc 
tagagaccta 
gggc tgtgcc 
tcctaaaaga 
acacac tttt 
tcgacgac tt 
tatgaaac tc 
atctaattta 
taggaatcct 
aagaagaaaa 
agccacgtgt 
acaca tgtta 
agatcaacaa 
ttaaatttag 
at tatggcac 
gaatt tgtga 
aatgagtgga 
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<210> 48 
<211> 1676 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1384286 



<400> 48 

tcgccgagcc cgtccgccgc cgccatggcc 
gagtaccagc tctacgagga tattggcaag 
aagctctgea ccggccatga gtatgeagee 



accacggtga cctgcacccg cttcaccgac 60 
ggggctttct ctgtggtccg acgctgtgtc 120 
aagatcatca acaccaagaa gctgtcagcc 180 
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agagatcacc 
atcgtgcgtc 
gtcactggtg 
gccagtcact 
gtccacagag 
gtgaagc tgg 
ggtttcgctg 
aagcccgtgg 
cccttctggg 
ttcccgtccc 
ctgaccatca 
tgccaacgct 
aagttcaatg 
aatttctcag 
aatagcacca 
ctggagtctt 
caggagatca 
gcctacgcga 
ctggttgaag 
aagccgat cc 
tgcatcgcct 
cagtc tgagg 
cactgctcgg 
acagagttgg 
gtgtctycct 



agaagctgga 
tccacgacag 
gggagctctt 
gtatccagca 
acctcaagcc 
cagacttcgg 
gcacaccagg 
acatc tgggc 
acgaggacca 
ctgagtggga 
accctgccaa 
ccacggtagc 
ccaggagaaa 
cagccaagag 
aaaacagtgc 
ctgacagtgc 
ttaagaccac 
aaatctgtga 
ggatggac tt 
acacgaccat 
acatccggct 
agacccgcgt 
gcgcgcc tgt 
tgtttggagc 
cgttccctcc 



gagagaggct 
catctccgag 
tgaagacatt 
gatcc tggag 
ggagaacctg 
cctagctatc 
ctacc tgtcc 
atgtggggtg 
gcacaagctg 
caccgtcac t 
gcgcatcaca 
atccatgatg 
gctcaaggga 
tttactcaac 
agccgccacc 
caataccacc 
ggagcagctc 
cccagggctg 
ccacagattc 
ccugaaccca 
cacgcagtac 
gtggcaccgc 
ggccccgctg 
ccgac tgccc 
cc tggtgcc t 



cggatctgcc 
gagggcttcc 
gtggcgagag 
gccgttctcc 
cttctggcca 
gaggtgcagg 
cctgaggtcc 
atcc tgtaca 
taccagcaga 
cctgaagcca 
gcccatgagg 
cacagacagg 
gccatcctca 
aagaaagcag 
agccccaaag 
atagaggatg 
atcgaggccg 
acctcgtttg 
tacttcgaga 
cacgtgcacg 
at ligacgggc 
cgcgacggca 
cagtgaagag 
tcgggcacac 
gtgtc tgcag 



gccttctgaa 
ac tacc tggt 
agtac tacag 
attgtcacca 
gcaagtgcaa 
gggaccagca 
ttcgcaaaga 
tec tgctcgt 
tcaaggctgg 
aaaacctcat 
ccctgaagca 
agactgtgga 
ccaccatgct 
atggagtcaa 
ggacgcttcc 
aagacgctaa 
teaacaaegg 
agectgaage 
acctgc tggc 
tcattggaga 
agggccggcc 
agtggcagaa 
c tgcgccc tg 
ggcctgcc tg 
aaaaacaagc 



gcattccaac 
c ttcgatc tg 
cgaggctgat 
aatgggggtc 
aggggctgea 
ggcatggttt 
ggegtaegge 
gggctaccca 
tgectatgae 
caaccagatg 
cccgtgggtc 
gtgtc tgaaa 
ggccacacgg 
gccccatacg 
tcctgccgcc 
ageceggaag 
tgact ttgag 
actgggcaac 
-aagaacagc 
ggat gccgcc 
ccgcaccagc 
cgtgcact tc 
gtttegcegg 
tcgcatgttt 
ccgact 



240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 
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1560 

1620 

1676 



<210> 49 

<211> 1597 

<212> uNA 

<213> Homo sapiens 

<220> 

<2 21^ i.u;'j_i : tature 

<223> Incyte ID No: 1512656 



<400> 49 

tcggccttcg 

gecgaataga 

agccgagcgc 

gggcccggtc 

gttggcggct 

aaaeggegge 

egggagtact 

gtgageggag 

gttggcgagg 

gactccctgg 

cagctgtacg 

aaaactcaag 

tttcatggca 

eggtacctaa 

gagatgtaca 

tcgccagtcg 

ccagaaaatg 

ggctttgaca 

cc tttctaca 

cgtcattacc 

c tggaagaag 

ggtctgtggt 

gcccagtc tc 

tcatcctgac 

tggagggagg 

gaggttcagg 

agccccgtgc 



gaaagacccc 
geeggagaga 
ggceggaagg 
gagcccgcgc 
gcctggccaa 
gcgcctcgtc 
tgggegggge 
gcctcagcaa 
agccccggga 
tgc tagaaag 
gagtc ttccc 
agcttcgaga 
tggagatgee 
aacagatcca 
gectgaagga 
tct tetgeca 
ctgacagcc t 
ttgggaacca 
aagcaaggee 
tggcagaggc 
atttgctggt 
ccatcctcca 
ggttccagtt 
tccaccctcc 
aacaacgagc 
agaccggcc t 
tgtgtatgta 



egggcegggg 
cccgag tatg 
aaccgagccc 
catggcggcc 
agaeggcttg 
gctgtcgcgt 
ctggcgccga 
cctgctcttc 
ggtgcttctg 
cgtgatgttc 
agagggcegg 
gccagtgttg 
tttcaccaag 
ggacctgccc 
tgagatgggc 
caatgacatc 
catgctggtg 
tttttgtgag 
cacagactac 
aaagaaaggt 
agaagtcagt 
ggcatccatg 
c tac t tccag 
cac tcct tgg 
agaaggece t 
gt tec tgagt 
acacaataaa 



caeggagaga 
aceggagaag 
gtccgaaggg 
gaggegacag 
cagcag tcta 
gacgccgagc 
gtgcagcccg 
cgctgc tege 
cggctgtacg 
gecatae ttg 
ctggaacagt 
tcagcagcca 
gagccccac t 
ccaactggcc 
aacc tcagga 
caggaaggga 
gact tcgagt 
tgggtttatg 
cccactcaag 
gagaccctc t 
eggtatgetc 
tccaccatag 
cagaaggggc 
atttc tcctg 
ggcgactggg 
ttgagtaggt 
caagc tg 



gccgagcgcc 
cccaggccgg 
ageggacgea 
ctgtggccgg 
agtgcccgga 
gccgagccta 
aggagctgag 
tcccggacca 
gagecatett 
eggageggtc 
acatcccaag 
ttgccacgaa 
ggctgtttgg 
tccctgagat 
agt tac taga 
acatcttgc t 
acagcagtta 
attatactca 
aacagcagtt 
cccaagagga 
tggcatccca 
aat ttggtta 
agctgaccag 
gagee tccag 
ctgagccccc 
ccccatggct 



gcagccgtga 
ceggaagagg 
gec tggcctg 
aagegggget 
cac tacccca 
ccaatggtgc 
ggtttacccc 
cctgcccagc 
geagggegtg 
gctggggccc 
teggecattg 
gatggcgcaa 
gaccatggag 
gaacctgc tg 
gtctacccca 
gc tctcagag 
taactatagg 
cgaggaatgg 
gcattttatt 
gcagagaaaa 
tttcttctgg 
cttggactat 
tgtccac tec 
ggcaggacct 
aagtgaaact 
ggcaggccag 



30 
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<210> 50 
<211> 2145 
<212> DNA 
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<2 13 > Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2098635 



<400> 50 

cccacgcgtc 

tgtctctttg 

ctgcagcagc 

ctcacctgct 

tacaccctgt 

ctgcagccat 

aggctcc tgg 

ttaaggcgca 

atagacc tat 

gaaagagagt 

gggtcttccg 

t tgacatact 

tgatgcagag 

tcaaagtttt 

tacatcgaga 

gtgattttgg 

ttgttactca 

ctat tgacat 

ttcaggcaca 

cactggaagc 

ataaacagcc 

ttcacc tec t 

ccttagccca 

gt tgetttte 

ccaaa 1 1 tga 

ttca tcag tt 

agtctgctgc 

catctcctct 

ctttccactg 

tac taatgaa 

gt tac tagac 

gagttgeaca 

aat tgaacca 

tgagattgtt 

atacattttg 

aggaaccttg 



eggacagett 
tggegcaaga 
agcaggtcac 
tcaccaccac 
acagcagcac 
gttaaaccc t 
accagctgca 
ccatcatcag 
tggatatgga 
agegctcaaa 
ggaattgaag 
ccaacctcca 
tgacc tacat 
tct ttatcag 
cattaageca 
attggecaga 
gtattategg 
ctggtctgtg 
gagtcccatt 
aatgaggaca 
atctc ttcct 
t tgcaggatg 
cccccaccta 
cacc tccact 
tgacact ttc 
catt ttggaa 
tt t taagagc 
ggtgtgggag 
gagtctggga 
gttttaaatt 
ttttaatctt 
tgttttatga 
aatttgggag 
cacacacaca 
atatttgagc 
cctgcgacca 



gacccagtt t 
gccaacgcaa 
caccaccacc 
caccctcaac 
acc tettegg 
gggcaacaac 
gcagccccag 
cactcgcatc 
gcctttggtg 
aagatgecca 
atgttgtgtt 
cacattgac t 
aaaat tatcg 
attt tgegag 
gggaatctcc 
gtggaagagt 
gctccagaaa 
ggatgtatc t 
cagcagttgg 
gcttgtgaag 
gtac tctata 
t tggtctttg 
gatgaagggc 
ggaagagt tt 
gagaagaacc 
cagcagaaag 
tttattagct 
tgatggtgga 
t ttgeaatte 
aacaaccac t 
gtaaagtggt 
atttagtgea 
tttggggttt 
cacacacaca 
cattcctaaa 
atcatggagc 



gctttccaat 
aaatgatggc 
atcaccacca 
accatcttca 
cagctgcggc 
agecatattt 
ctcaggtaca 
atccacagca 
t tgtc tggtc 
aegtc ttcca 
ttt ttaagca 
attttgaaga 
tctctcc tea 
gtttgaaata 
ttgtgaacag 
tagatgaatc 
tcctgatggg 
ttgeagaact 
atttga tcac 
gegctaagge 
ccctgtc tag 
atccatccaa 
gactacgata 
ataccagtga 
tcagt tc tgt 
gaaacagagt 
ccac tgttgc 
agataatgta 
tggaggttaa 
ac ttgtatga 
tgtgctttta 
gc tgttatgg 
tatgttttgt 
cacacacaca 
gatttggggt 
caegtgage t 



caaagggcat 
ggcttacaat 
ccttccacac 
teeggggteg 
agccgcagca 
cccatcaccg 
ggctgccgca 
gcagctggat 
agtaacagat 
gaatctggtc 
tgataatgta 
aatatatgtt 
accactcagc 
tctccattca 
caac tgtgtt 
ccgtcatatg 
cagccgtcat 
actaggacga 
ggatctgt tg 
acatatac tc 
ccaggctaca 
aagaatatcc 
tcacacatgt 
etttgagee t 
ccgacaggt r. 
gee tetc tgc 
tcagccatct 
ctactgaaga 
teatgettgt 
tatgaataat 
gaagaaaaat 
ctcacctcag 
ttttcttttc 
cacaaacaca 
tttctaaaac 
gatcg 



ttattttgaa 
ggeggtacat 
ctccctcc tc 
gctgccgc tg 
gcggctgcag 
gcaccggggc 
getgetacag 
attgagcegg 
ccaagagatg 
tettgeaaaa 
ctctctgccc 
gtcacagaat 
tcagatcatg 
gctggcattt 
c taaagattt 
actcaggaag 
tacagcaatg 
agaatat tgt 
ggcacaccat 

aggggtcctc 

catgaagctg 
gctaaggatg 
atgtgtaaat 
gtcaccaatc 
aaagaaat ta 
atcaaccc tc 
gagatgcccc 
tgtaatgtag 
actgtaattt 
at ttagaaat 
at tttaccca 
aacaaaagag 
taaaatgaag 
aaggacagtc 
taaagaatct 
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<210> 51 

<211> 1454 

<212> DNA 

<2 13 > Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2446646 



<400> 51 
gggttcgaat 
gtctcgctgg 
acc tccgacc 

agggatcagt 

ttcaactcca 
tggggtaaat 
tgtaaaaaag 
aatggatgaa 
ttttactgaa 
tctaaatgac 
aattt taaaa 
actgettcat 
taaaatc tgt 



tgeaaeggea 
gggcege teg 
tttccttcca 
aat ttcaaga 
actataaata 
gtgtacctaa 
attaatccta 
gctaagat tt 
gecaatgatg 
ttaatagaag 
gttget ttga 
ggagacataa 
gatgtaggag 



gc tgeeggge 
ggaccaattt 
ggcggtgaga 
caccaagcaa 
tcccggcctc 
tgaaaagatc 
tatgtaatga 
tgaaaagect 
gcagtctgtg 
aacgatataa 
atatggcaag 
agtcttcaaa 
tctctctacc 



gtatgtgttg 
tgaagaggta 
etc tggactg 
attatcagaa 
teegtt tatg 
tccaagaggt 
teat tatcga 
tcatcatcca 
tct tgctatg 
agccagccaa 
agggttaaag 
tgttgtaatt 
actggatgaa 



gtgc tagagg 
c ttggccacg 
agagtggctt 
aaaaagaaat 
cagaagct tg 
t tgtctcatt 
agtgtgtatc 
aacat tgttg 
gaatatggag 
gatccttttc 
tatctgcacc 
aaaggegatt 
aatatgac tg 



cage tgcagg 
acttattttc 
tcacaatgga 
ctgtattatg 
gctt tggtac 
ctcc ttgggc 
aaaagagact 
gt tatcgtgc 
gtgaaaagtc 
cagcagccat 
aagaaaagaa 
t tgaaacaat 
tgac tgaccc 



60 
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540 

600 

660 

720 

780 
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tgaggcttgt 
tgttattact 
tttatcgatt 
tgaaagtgat 
tatggaagaa 
tgaagaccc t 
ctagtgatca 
acatagttac 
cttgt taaca 
ttggaattgt 
ctgctcatgc 
atgaccatta 



tacattggca 
gacaaggcag 
ccacacatta 
tttgatgatg 
c tggatgaat 
aaagatcgtc 
tctcagctga 
tatcagtagt 
tatggataac 
actgggtttt 
tgacttaaaa 
cttt 



cagagccatg 
acatatttgc 
atctttcaaa 
aagcatacta 
cataccagaa 
cttctgctgc 
agtgtggctt 
tattagactc 
tatttctaat 
ctgtaaagtt 
cactagcagt 



gaaacccaaa 
c tt tggcc tt 
tgatgatgat 
tgcagcgttg 
agtaattgaa 
acacattgt t 
gcg taaataa 
taaaattggc 
atgaaatatg 
ttagaaacta 
aaaacgctgt 



gaagc tgtgg 
act ttgtggg 
gatgaagata 
ggaactaggc 
etc ttc tc tg 
gaagc tctgg 
ctgtttattc 
atat ttgagg 
cttatattgg 
gctacataag 
aaactgtaac 



aggagaatgg 
aaatgatgac 
aaacttttga 
cacctattaa 
tatgeactaa 
aaacagatgt 
caaaatatt t 
accatagtt t 
ctataagcac 
tac tttgata 
attaaattga 



840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1454 



<210> 52 
<211> 3225 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi.sc_ 



feature 



<223> Tncyte ID No: 2764911 



<400> 52 

tggagcaggg 

gaggagegag 

gccgecgcac 

tctcctgggt 

gagggtggca 

cage tec coa 

■Jtgggaatag 

^ttccagttc 

-^aaaagrjcaa 

gtcc": ggaac 

gaaac :aaac 

tctcaaagag 

gccctcgaac 

:tacttgact 

gctgacgaaa 

attgtcagag 

ctaatgtatg 

caagctgaga 

get ttagega 

tgtggtccac 

gatgatttag 

gatgtgagta 

ctgccccaga 

ttcaagcgta 

ggagtgacaa 

gacctagatt 

gtgcataaaa 

aatactcaaa 

utgcatgaag 

ggagaac tgt 

atcatgagga 

gatctgaaac 

attgattttg 

ttcaccc ttc 

gacctgtgga 

tctcatgacc 

ggagatt tc t 

atccaaggac 

aatgaatggc 

ctaggatctt 

aaatacaaga 

agaaaaatga 

cattcttctt 

aatcctgccg 



ggcggtttgg 
ccgtgcggcc 
cccgactcct 
tcccctcgta 
geageggegg 
etgtcaagca 
aaaattt tga 
g taaaataag 
oaatcgttca 
acattagyca 
ttcatctcat 
agegtttcac 
atctccacaa 
etaatggeca 
ctgaaagagc 
ggggagattc 
aattactaac 
tatctaggag 
aagacctaat 
gtgatgeaga 
ccgccaaaaa 
actttgeaga 
gttc tgagaa 
atgcagctgt 
atgttgccag 
tgaaggacaa 
aaagtaacca 
aggaaataac 
tttttcatga 
ttgagegcat 
agcttgtttc 
ctgagaattt 
gatttgeacg 
attatgeege 
gcttgggcgt 
gaagtttgac 
cctttgaagg 
t tctcacagt 
tacaagatgg 
ccggagctgc 
gagaggggtt 
aaaagactag 
cc tctcat tc 
acagcaataa 



ttgcgcggta 
agagegggaa 
ggggecgegg 
gcgacccgcg 
cgccgcgggg 
egagctgegg 
gctcctgaag 
tggecatgat 
aaaggccaaa 
gtcgecat tt 
tttagattat 
agagcatgag 
gttggggatt 
tgtggtgctg 
atattcct tt 
aggacatgac 
tggagcatct 
aatattaaaa 
teagegtett 
tgaaatcaaa 
agtgcc tgea 
agagttcaca 
gc tgtt tcag 
catagaccct 
gagtgcaatg 
acccctggga 
agcttt tgea 
agctctggaa 
tcagct tcac 
taagaaaaag 
agctgtaagc 
attgttcacc 
getaaageca 
cccagagctc 
cattttgtac 
gtgtaccagc 
agaagectgg 
agatccaaac 
aagtcagctg 
cgtgcatacc 
t tgee ttcag 
caccagtacc 
teaeggtaaa 
cccggagacc 



ctagcggtgc 
agagactcgt 
cagegge tgc 
ggatcggaaa 
accagcgcgg 
ac tgctaat t 
gtcc taggaa 
ac tggaaagc 
accacagagc 
ttgg taacat 
ataaatggtg 
gtgeagatt t 
atatategtg 
acagattttg 
tgtggaac ta 
aaggcagt tg 
cctttcactg 
agtgagcctc 
ttgatgaaag 
gaacatc tct 
ccatttaagc 
gaaatggatc 
ggctattcct 
cttcagtttc 
atgaaggact 
gaaggtagtt 
gtcaaaataa 
ctctgtgaag 
aegtttctag 
aagcac ttca 
cacatgeatg 
gatgaaaatg 
ceggataate 
ttgaatcaga 
acaatgttgt 
gcggtggaaa 
aagaatgtat 
aaaaggc tta 
tcctccaatc 
tgtgtgaaag 
aatgttgata 
gagacacgea 
actacaccca 
etc ttccagt 



ccgccgaa tg 
c tttgegtec 
gaggggaegg 
aaaaggagaa 
aeggeggega 
tgacaggaca 
ctggagctta 
tgtatgecat 
atacaaggac 
;acattatyc 
gtgaactt tt 
atgttggaga 
a tattaagc t 
gtctgagtaa 
ttgaatacat 
ac tggtggag 
ttgatggaga 
catatcccca 
atcccaagaa 
tc tttcagaa 
cagtcattcg 
ccacttattc 
ttgttgc tec 
acatgggagt 
ctccattc ta 
tttcaatttg 
tcagcaaaag 
gacaccccaa 
tgatggaac t 
gtgagacgga 
atgttggagt 
acaatttgga 
agcccctgaa 
aeggctaega 
caggacaggt 
tcatgaagaa 
cccaagaggc 
aaatgtc tgg 
etc tgatgac 
caacc ttcca 
aggcccc t tt 
gcagttccag 
ccaagacact 
tctcggactc 



gggaggaggc 
gagttc tgga 
gcgtccgctg 
gatggaggag 
eggaggagag 
tgetgagaag 
tggaaaagta 
gaaagtt t tg 
agaacgacaa 
tttccagaca 
tacccatct. c 
gategtgett 
cgagaatat t 
ggagt ttgtg 
ggcaceagat 
tttgggtgtt 
aaaaaattcc 
agaaatgagt 
gagattggga 
aauaaattgg 
agatgaatta 
tcccgcagcc 
ttccatccta 
tgaaegtect 
tcaacactat 
tcgaaagtgt 
gatggaagee 
tattgtgaag 
tc tgaatgga 
agccagctac 
ggtgcacagg 
aattaaaata 
gactccatgc 
tgagtcctgt 
tcccttccaa 
aattaaaaag 
taaagatttg 
ct tgaggtac 
teeggatat t 
cgee tt taac 
ggc taagaga 
tgagagttcc 
gcagcccagc 
agtagc ttag 



60 

120 

180 

240 

300 

360 

420 

180 

540 

-soo 

t60 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
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2460 
2520 
2580 
2640 
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gcatggtagg 
cgatctttta 
atttttttca 
ac tgtgaata 
tcttgaaaga 
tcacaggttt 
c tttgcct tg 
gagaaagggg 
atttcttgag 
c tgctattat 



agtgtatc 
tgctttta 
ggaaaacc 
gagcacat 
gcaaaggt 
tccagatg 
tggacaat 
tctgtttt 
agaagatt 
taaacttt 



ag tgatccattg 
aa aatgtttccc 
tg tttggttatc 
at tactcttttt 
tc ctgtaaattt 
tc tgccaacaag 
gt gggtttttga 
ca aaaaagattc 
tt aacttattgt 
tt ctaaaaagtg 



cacc tttat t 
gttggtctca 
ctcattcaaa 
agcaacctag 
aattagggc t 
aaatgactca 
aatt tgcacc 
tgtaatgaat 
ttttatttta 
aaaaaaaaaa 



ccc tcagcat 
ttggaatc tg 
agcactggac 
catgatgcca 
agatttgagc 
tactgtgatg 
c ttcaaacaa 
tttatgtgtg 
tggttacata 
aaaaa 



atgcc tgagg 
cc tec taatg 
agagaatgtt 
acaagac tat 
tgcttgtaag 
ataccttttg 
tgat ttatca 
gcatatac tt 
tgatgataac 



2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3225 



<210> 53 
<211> 2110 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
^223> Incyta ID No: 



3013946 



<4U0^ 53 
tcgccgagcc 
gagtaccagc 
aatjc tetgea 
agagatcacc 
atcgtgcgtc 
^'tcactgy tg 
■■jccagtcact 
'jtccacagag 
qtgaagctgg 
ggt t.tege tg 
1 ^gcctgtgg 
j-jcttc tggg 
.: rcccgtccc 
cgaccatca 
-gccaacgct 
aagttcaatg 
aatttctcag 
agcacc aaaa 
gagcct:aaa 
gccaatacca 
tcagtgagga 
gctccctttg 
agaaggggt t 
ctgtctccgg 
aactctgtga 
ccgccctgcc 
atcattaaga 
gegaaaatet 
gaagggatgg 
atccacacga 
gcttacatcc 
gaggagaccc 
tcgggcgcgc 
t tggtgtttg 
gcctcgttcc 
aaaaaaaaaa 



cgtccgccgc 
tctacgagga 
ccggccatga 
agaagctgga 
tccacgacag 
gggagctc tt 
gtatccagca 
acctcaagcc 
■jagacttegg 
gcacaccagg 
acatctgggc 
acgaggacca 
ctgagtggga 
accctgccaa 
ccacggtagc 
ccaggagaaa 
ccaagagttt 
acagtgeage 
ccaccgtcat 
ccatagagga 
ggggctcggg 
gccccc tgee 
caggaacccc 
c tctcc tagg 
ggaggggctc 
catctccgac 
ccacggagca 
gtgacccagg 
ac ttccacag 
ccatcctgaa 
ggctcacgca 
gcgtgtggca 
ctgtggcccc 
gagcccgac t 
ctcccctggt 



cgccatggcc 
tattggcaag 
gtatgeagee 
gagagaggct 
catctccgag 
tgaagacatt 
gatcctggag 
ggagaacc tg 
cctagctatc 
ctacctgtcc 
atgtggggtg 
gcacaagc tg 
caccgtcact 
gcgcatcaca 
atccatgatg 
gctcaaggga 
actcaacaag 
cgccaccagc 
ccataaccca 
tgaagacget 
agccccagaa 
agctccatcc 
agaagecgag 
ccccc tgtcc 
agggacccca 
tatccctggc 
gctcatcgag 
gctgacctcg 
attctacttc 
cccacacgtg 
gtacattgac 
ccgccgcgac 
gctgcagtga 
gccctcgggc 
gcctgtgtc t 



accacggtga 
ggggctttct 
aagatcatca 
cggatctgcc 
gagggc ttcc 
gtggcgagag 
geegt tctcc 
c ttctggcca 
gaggtgeagg 
cctgaggtcc 
atcctgtaca 
taccagcaga 
cc tgaageca 
geccatgagg 
cacagacagg 
gccatcc tea 
aaagcagatg 
cccaaaggga 
gtggacggga 
aaagccccca 
gecgagggge 
cccaggatc t 
gggcccctct 
tccccgtccc 
gaagecaagg 
cccctgccca 
gccgtcaaca 
tttgagee tg 
gagaacc tgc 
caegtcattg 
gggcagggee 
ggcaagtggc 
agagctgege 
acacggcctg 
gcagaaaaac 



cctgcacccg 
ctgtggtccg 
acaccaagaa 
gecttctgaa 
actacc tggt 
agtactacag 
attgtcacca 
gcaagtgcaa 
gggaccagca 
ttegcaaaga 
tectge tegt 
tcaaggctgg 
aaaacctcat 
ccctgaagca 
agactgtgg3 
ccaccatgct 
gagtcaagee 
cgcttcc tec 
t taaggagtc 
gggtccccga 
ccc tgccctg 
c tgacatcc t 
cagcggggcc 
ccaggatc tc 
gcccc tegee 
ccccatcccg 
aeggtgae tt 
aagcactggg 
tggccaagaa 
gagaggatgc 
ggccccgcac 
agaatgtgca 
cc tggtttcg 
cc tgtegcat 
aagaccagat 



ct tcaccgac 
acgctgtgtc 
gctgtcagcc 
gcattccaac 
cttcgatctg 
cgaggc tgat 
aatgggggtc 
aggggctgea 
; gcatggttt 
ggcgtatggc 
gggctaccca 
tgee zacgac 
eaa ccagatg 
cccgtygg tc 
gtgtc tgaaa 
ggccacacgg 
ccagacgaat 
tgccgccc tg 
ttctgacagt 
catcctgagc 
cccatc tccg 
gaactc tgtg 
cccgccctgc 
tgacatcctg 
agtggggccc 
gaagcaggag 
tgaggectae 
caacctggt t 
cagcaagcca 
cgcctgcatc 
cagccagtc t 
cttccactgc 
ceggacagag 
gtttgtgtct 
gtgatttgtt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

66U 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2110 



<210> 54 
<211> 2140 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 067967 



48 



PF-0565 USN 



<400> 54 

gtgcgctgag ctgcagtgtc 
gccgtcccgg cgtaggtggc 
gggtcccgag ctaggagatg 



cgcc tggggc 
tcatgatgat 
aaccacc ttc 
agcacttttt 
gaaaatccaa 
tttctcaggg 
cacccaaagt 



ctgcctatga gaaactggaa 
ccaagaaaag 
gggcctatat 



tggtcgagag 
gtggccgacc 
ggaggcacag 
ccccagcagc 
aaatgtcccc 
ctaaatatga 
gagatgaagg 
tcagatggca 
gattgcttga 
actccagaac 
ataattaatt 
acatggagtt attggtggtc 
tcatgtacct cgagaccatc 



cgggctcccg 
agatgaaacc 
acccagaaga 
ggatggaggt 
tac tattcag 
taaaagttca 
ggtgcctctg 



ttggcaaggg 
tggccctaaa 
ggat tttgga 
^ggaaagttt 
tttatgagc t 
ttgcccagtc 
atctgaagcc 
actttgggtc 
acagagc tec 
ttggctgcat 



gagttt tggg 
aatggtgcgc 



caggtggcca 
aatgagaagc 



gcatcttaag aaacaggata 
cacattccgg aaccatgttt 



gattaaaaaa 
catcttgeaa 
agaaaacatt 
cagctgt ttc 
agaaatcatc 
cc t tgcagaa 



gagaccagtt ggee tgcatg 
aatccaaacg tgecaagtae 



ctacccaggc 
ggggtccccc 
t tatagagt t 
aagc* ":aag 
J^gtgtcagg 
:gcctccagt 
/tag ta tacc 
jagagat jcd 
gcccactggt 
T ;atgattata 
gaatatgeat 



agatgggagg 
aggcagcaaa 
j ttgaaaagg 



aataagtttc 
tc tttggatg 
otcctgaaac 
gagtaccaga 
ttaggaagee 
ctt ttaacag 
a tggagcttc 
tttattaat t 
gttgtgcttg 
gactggggga 
tgtct tcact 



icarccttgg attagcaagt 
gaaacgggta ytcaatcctg 



tgt tggaa ta 
"c :atgcagt 
,atgtgtata 
gga cgttttt 
aaagaattet 
taaatgac tt 



jeeaataage 
gtattgccaa 
tttttatgat 
gtcagagtag 
tcaagggcta 
tttataggtc 



tacccgtggg 
ggacccccaa 
ctcgtgggcc 
ggaggttggg 
cctgttcaaa 
ccac tgagca 
tagaacagc t 
tcagtgactc 
atacagtaaa 
aagece tgaa 
atccagaaat 
ccaataatgg 
tagc ttatcg 
gggtctatga 
gctttcatcg 
aaac tggtag 
geatggcett 
agggttttag 
ccc tccacaa 
accacgggcg 
age tctacac 
gctacagcac 
gacagcctc t 
tagggatgee 
ccaagggcat 
zggggggtcg 
cagcactgaa 
gggacccctc 
c tgcccccag 
caagegcttt 
ttaaagc\ia 
aac tgat tag 
c ttacaaacc 
acttttttta 
attacctaac 
aaaaaaaaaa 



agcgtcgcgc 
ctggcgcctc 
tgggcggaag 
ggatggtgtc 
tgtactctgc 
gt ttacagga 
gt ttcaagaa 
tgaaaaatgc 
atccaacagt 
gcaatataaa 
ttac tttgta 
agggtatgat 
atatgaggtg 
tcacaaactt 
toaagcagct 
tatgaaegtt 
tgaattgctg 
cgtccagt tg 
aaataagatt 
cagt tcaacc 
atatatccag 
accaattgac 
c ttccctgga 
accaccaaaa 
accccgctac 
etcaegtagg 
agggtgtgat 
tgcccgcttg 
acctc tcacc 
ccagggattg 
cttaatgtca 
ctagtggaca 
cgcaaatgga 
aacaagacaa 
cagcttgtat 



cgeggaggea 
tccccgcgcg 
gatgegggge 
tatgacacct 
aatcc ttc tg 
gatcatac tc 
tt tggcaaca 
tctcc tactg 
tcatccaagg 
caccacc tea 
ggtccaaatg 
gatgeagatg 
ctgaaaatta 
cgacagtacg 
gaggagatcc 
atccacatgc 
agcatagacc 
gtacgcaagt 
at teactgeg 
aaggtcattg 
teteggttet 
atatggagtt 
gaggatgaag 
cttc tggagc 
tgetc tgtga 
ggtaaaaagc 
gactacttgt 
accccagc tc 
acca tagaca 
ggt tccaagc 
gaaaccaatrg 
gagata tccc 
aaaaatgcaa 
aacattrtta 
-ggecat ctg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1330 

1440 

1500 

1560 

1620 

1680 

1740 

130C 

1860 

1920 

..•J80 

2040 

2100 

2 140 



<210> 5 5 
<211> 1728 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<2 21> misc_f eature 
<223> Incyte ID No: 



346275 



<400> 55 

gacagacaaa 

acatgagcat 

ttcccctc tg 

gaccatagtg 

tagegaagag 

gaagggcaag 

aaatattgtt 

gctggtgtcc 

ggatgecage 

catcgtccac 

caaaataatg 

cac tgcctgt 

caaagcegtt 

tcctttttat 

gtttgac tct 

gatggagaag 

cgctggtgac 

aaactttgee 

gagaaaacta 



gcgccgccac 
c tgccaggtc 
aagagccacc 
agaagtgc tg 
aaggcaac tg 
gaaagcagca 
gccctggaag 
ggtggagagc 
actc tgatcc 
agagacctca 
atcagtgac t 
ggaac tccag 
gactgctggt 
gatgaaaatg 
ccctactggg 
gacccgaata 
acagccctca 
aagagcaaat 
cacctcggca 



gcgtccgcat 
tggttccccc 
ectgeaggga 
tcgaagaggt 
gcaagc tc tt 
tagagaatga 
acatttatga 
tgtttgaccg 
gecaagtett 
ageccgaaaa 
ttggattgtc 
getatgtege 
ecateggagt 
actccaagc t 
atgacatc tc 
aaagatacac 
acaaaaacat 
ggagacaagc 
gcagcctgga 



gtcggatgtt 
accatcaggg 
gaaatctgtc 
ccgcacagcg 
tgctgtgaag 
gatagcegtc 
aagcccaaat 
gatagtggag 
ggacgccgtg 
tctcttgtac 
aaaaatggag 
tec tgaagtc 
gattgectae 
ctttgagcag 
cgac tetgea 
gtgtgagcag 
ccacgagtcc 
atttaatgee 
cagttcaaat 



tgtagcagtc 
atgggagtga 
tccaacagga 
ggccttt tec 
tgtatccc ta 
ctgagaaaga 
cacc tgtact 
aaggggtt tt 
tactatctcc 
tacagtcaag 
ggcaaaggag 
c tcgcccaga 
ate ttgetet 
atcctcaagg 
aaagac ttca 
gcagc tegge 
gtcagcgccc 
acggccgtcg 
gcaagtgt tt 



agagagcaga 
gaaaggggag 
gate tgggaa 
gaagtggttt 
agaaggeget 
ttaagcatga 
tggtcatgea 
atacagagaa 
acagaatggg 
atgaggagtc 
atgtgatgtc 
aacc t tacag 
gegge taccc 
eggaatatga 
tteggaace t 
acccatggat 
agatceggaa 
tgagacatat 
cgagcagcc t 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 
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cagtttggcc 
ctgaagacga 
ccaggcgctt 
atcactgggc 
aggaggactg 
tc tctactaa 
ttgggaggct 
gatcacacca 
ggaaatcatt 
tccagggc tc 



agccaaaaag 
gcctggggtg 
tctatact ta 
cgggtgcagt 
tttgagttca 
aatataaaaa 
gaggcaggag 
ctgcactcca 
gaacactcgt 
aagtcctcgc 



actgtgcgta 
gagaggaggg 
atcccatgtc 
ggc tcacgcc 
ggagttttaa 
ttagccgggt 
aatcacttga 
gcctgggtga 
ggaaccctag 
aggggtaccg 



tgtagcaaaa 
agccggcatc 
atgcgaccct 
tgtaatccca 
gaccagcctg 
gtggtggcga 
acccaggaag 
cagattgaga 
gtat tgcata 
agctcgagat 



ccagaatccc 
tgccgagcac 
aggacttttt 
acactttggg 
accaacatgg 
gcacc tgtaa 
cggaggttgc 
c tccc tc tea 
ttccatttac 
egtaatea 



tcagctgaca 
c tcctgtttg 
ttaacatgta 
aggctgaggc 
tgaaacccca 
tgtcagctac 
aatgagctga 
aaaaaaaaag 
ggt ttgggaa 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1728 



<210> 56 
<211> 1610 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 283746 



<400> 56 

gtcgcctctg 

ggtagcggta 

cgccc tcgat 

tgacgcctga 

eggaagtegg 

tgtccaaaca 

agctgtcttt 

utggtttttg 

\ tacgaaaac 

jgcaaaagtc 

;"rttctntaat 

atatgatgtc 

actt^ tccct 

'^tgtacagca 

aattcaagat 

actgnccaag 

tggecagtae 

acgctatgga 

cac tta tgat 

cagaaaggaa 

atacctgaat 

ccatggacaa 

accaaaggat 

agtaaccacc 

tgttgcaaat 

gac tgtctta 

cagaaatggt 



aaggagaacc 
ttctccgcgg 
caagatggtg 
gctggtaggg 
ccatggac tg 
ctgcctgctg 
ctacaaagaa 
ctggacaaac 
",ttttgaagg 
tt tgc taaac 
tatgtcatga 
gctgggcagg 
acgttgccac 
gt taggaagt 
attttagcat 
gagagtcaag 
ttgaatcttg 
acagc tacca 
ggagaaatgg 
cctgcagc tc 
gtcttttcac 
gatcc tgttt 
cc tttgaaaa 
attctaatcg 
gacagtgaaa 
tattatgaga 
ctaaataaaa 



attttccatc 
cagtgacagt 
gttggacggc 
gtggagcagg 
gaaagaagtt 
aagatgaagt 
aaagcagaga 
accagacacc 
t tggtgaaaa 
tcct tcatac 
gaaaagtt tg 
ygtaccttcg 
aattagatgg 
tcttcttctt 
gcagcttcct 
aaacaaattg 
ataaagatca 
tgaccaatgt 
actataagac 
tacaatatat 
ttaattattt 
catttcaaga 
tc tctc ttca 
atttgaatgg 
ac tetgeaga 
tacttgaatg 
cacttgatat 



tct ttcatag 
aattgttt t t 
ct tcctaacc 
taggaaacag 
cttcgtcggc 
cttac tacag 
ac tgttagat 
acc tatgatt 
ggc tggagca 
agattcatat 
gc ttcatcaa 
ggaatc tgat 
tc tggaaaaa 
tttagatcct 
agatgat eta 
gttttctget 
caatggcatg 
c tt cttagac 
c tacttggac 
t t tcaaactg 
ctt tagggee 
tgtcaaggat 
ggatttaatc 
cttctggact 
cct tgatgat 
ctgcatgtaa 
gec tagagaa 



ttttttcccc 
gec tctttag 
tttaegggge 
caaatgeaga 
gcctagcgac 
aaattaagag 
aatgaagaat 
ggagaggaag 
uagtgcaagc 
ggaagaatt t 
acaagaatag 
"tagaaaact 
tct ttctact 
ttaagaacag 
ttggagctaa 
ccttctgccc 
ctcagtaaag 
cgtgttttcc 
tt tgtcc ttg 
cttgatattg 
atacaggaac 
gaaatc tttg 
aacagtaatc 
tacgagaaca 
acatgatc tc 
ageett taaa 
aaaaaaaaaa 



cagtcagegt 
ccaagacttc 
ctggcggtgc 
agetge tgcg 
gcccaacacc 
aggaatcaag 
tacagaactt 
cgatgatcaa 
aatt tttcac 
ccatca tgea 
gac r cagttt 
acatattgga 
ccttttatgt 
gaaagataaa 
gggacgagga 
taagag t tta 
aagaactctc 
aggagtgtc t 
cattagaaaa 
agaacaaagg 
taatgaaaat 
acatggtaaa 
aaggagacac 
gagaggctct 
tgaaagacta 
gcaaaatcct 



60 
120 
1 80 
240 
300 
360 
420 
480 
>40 
u00 
■5 6 C- 
720 
7rtU 
■M0 
:>0 0 
; i6 0 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1610 



<210> 57 

<211> 1290 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2696537 



<400> 57 

ccggctcccg 

ctctggagcg 

ac tcagtccc 

tgccatagtg 

gggaatggga 

gaegeggaac 

aggectatgt 

aacctgacaa 



ccgggaagt t 
ccctgggttg 
tcccgcgcgc 
cgee tgegae 
tgaacaagat 
aattgagcaa 
tggagggagt 
gacatttcaa 



ctaggccgcc 
cccggccggt 
ctcctccccg 
cacacggccg 
cc tgcccggc 
gaacaaggtg 
taaatacc tg 
agaaagtatt 



gcacagaaag 
ccctgccgct 
cccgccccgc 
gggegctage 
ctgtacatcg 
acacatattc 
tgcatcccag 
aaattcattc 



ccc tgece tc 
gacttgttga 
cgc tcctcc t 
gttcgect tc 
gcaacttcaa 
tgtc tgtcca 
cageggat tc 
acgagtgccg 



cacgccggg t 6 0 
cactgcgagc 12 0 
ccctgtaaca 180 
agccaccatg 240 
agatgecaga 300 
tgatagtgcc 360 
accatctcaa 420 
gctccgcggt 480 
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PF-0565 USN 

gagagc tgcc 
tacatcatga 
agatcctgtg 
gaggtccatc 
gcagaagaag 
agaagactgt 
tgctgccaaa 
ttttcatttg 
ttagcaagag 
tggatgcctg 
gtgattgctt 
tctgcccgtg 
tctggtttgt 
gcaact tagc 



ttgtacactg 
ccgtcactga 
ccaaccccaa 
agtatcggca 
ccaaaaacat 
aatgtacctg 
aagaaaagca 
aagctgaata 
aaaatattt t 
taaggatccc 
cctgtgaacg 
tgttctcaaa 
gttctccgtg 
caagtttaaa 



cctggccggg 
ctttggc tgg 
cgtgggcttc 
gtggctgaag 
tctggccgct 
aagt ttctga 
acatagagt t 
tatacgtagt 
cccc t tatcc 
gggagcc ttg 
cctcccaagg 
t tccccagct 
gtggaattga 
aaaaaaaaaa 



<210> 58 
<211> 2281 
<212> DNA 
2 1 3 > Homo sapiens 

<220> 

<221> misc_reature 

<223> Incyte ID No: 551178 



gtctccagga 
gaggatgccc 
cagagacagc 
gaagaatatg 
ccgggaattc 
aatattgcaa 
taagtatcca 
catgtt tatg 
ccactgc tgt 
ccgcac tgcc 
acgagcccag 
tgggaaatag 
ccgaaagctc 



gcgtgacact 
tgcacaccgt 
tccaggagtt 
gagagagccc 
tgaagttctg 
acccacagag 
gtagtgattt 
ttgagaacta 
ggaggtttct 
ttgtgggtgg 
tgtagttgtg 
cccttggtgt 
tatgttttcg 



ggtgatcgca 
gcgtgc tggg 
tgagaagcat 
tttgcaggat 
ggcctttctc 
tttaggctgg 
gtaaac ttgt 
aggatattct 
gtacctcgct 
cttggcgctc 
tggcgtgaac 
gggttttatc 
ttaataaagg 



540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1290 



<400> 58 

;gatgatcca 

cctggatgca 

qgatataaat 

jgatgctgct 

caacaatagc 

:caggcgctg 
.:actgaaatt 

icagaattgg 
agttcgacga 
gacagctgca 
gataggtgt t 
agaatatct t 
ixgagctgaa 
c tatgactat 
t tggatttcc 
aacgttcgga 
gtctggtcgg 
catggaccag 
tcctaacgtg 
tttct tggcc 
gatggaccgt 
ctccgaagat 
tttcctgctt 
agctttcggg 
tacacccaat 
tcttgacttt 
cct tctgtct 
atgagactcc 
aattct taca 
cctaactctt 
cctgtgtgtg 
aaaggacctg 
gtacacatt t 
cc tgaaggaa 
agctctgagg 
gcagtcttta 
ttat taataa 
caataaatgc 
a 



gatgtcaaag 
catgaagaga 
gage taccaa 
gagaatatgg 
agtt.tt-.agcc 
ttagaccagt 
gctaagcact 
cactgcctga 
actctagcat 
ga tct.ggt tc 
cttaaacact 
catcaacttc 
ctggctgaac 
ttacgtccca 
tacaagttgg 
gtggacctca 
caagcett tg 
tttgctgtgc 
cgagtgc tgc 
tc tgecaget 
gaeagegatg 
gecatgagea 
ccatgagagc 
ggaggagaga 
accagggatt 
aaggggaaat 
tcctgactga 
cagagacctg 
gectgaagge 
ctctcccagg 
aatcgtttgt 
atgccaacac 
acagaatggt 
atttattaga 
tgcaact tc t 
ateatgetgt 
gatctataga 
aatttgtgac 



cacaagtgga 
ccatcagtat 
attg taaaat 
actccactct 
c tgatgagga 
att tatctat 
gtgeatatag 
gagagaegta 
ictccatcca 
caatttttaa 
tgcatgattt 
aggagtt ttt 
agctgac ctt 
ttgctctgaa 
teagegagat 
tcaatgagct 
tctttgtctg 
atctcatgcc 
ttgeaaagae 
gccaccagga 
tcaagtattt 
cagcgtcctc 
cgaggttcag 
cc ttcctctc 
tcaagagtca 
aatt tc tcag 
atgaaacttg 
cattgc tttc 
agacgtgtgc 
aaggac ttgc 
gacgtgtgca 
aagtaggatt 
tgctgagtgt 
cgtataatgt 
tcacatac tg 
ttaaac tgtt 
gagagatata 
c tgtattaat 



jg tgc tgtcc 
agaaaagaga 
aaatcaagaa 
:cac tatat t 
aaggagaact 
gactgaccct 
cc tccctggt 
tgagactc tg 
cgagc ttgea 
tggattttta 
cctgaagctt 
ggtgacagat 
ac ttctagag 
tc tgtgtgca 
ggtgaagaag 
tgtggagaac 
ccagac tgtc 
geatctgeta 
attaagacaa 
ggctgtggag 
tgeaagcate 
aacctac tag 
tgggcat teg 
ctgeggaett 
agagaaagta 
aggattataa 
aattggcaga 
tcctggtttt 
ccagatgtga 
tgggctctgt 
aatgggaaag 
gacttaaact 
ctgtgtc tga 
atgtctggtg 
tacatacc tg 
gtggcacaag 
tacacttttg 
gatttaaagt 



gc tgcaccac 
agtgatttgc 
gat tctgtgc 
cacagegatt 
aaagtacaag 
tctcgtgcac 
gtggcct tga 
gcctcagaca 
gttattcttg 
aaagacctcg 
cttcatat tg 
aatagtagaa 
ttatatagtc 
gacaaagt tt 
ctgcacgcgg 
tt tggcagat 
attgaggatg 
accttagcaa 
actc tactag 
cagaccatca 
caccctgcca 
aaggcttgaa 
ccacgcatgt 
cattgeaggt 
cagtaaacac 
ttgtcaccga 
gcattttcc t 
at ttaacaat 
aagagacc tt 
ggccagctgt 
gaggggtttt 
ettaagegea 
ttttttcatg 
tttttaactt 
tgaccactc t 
ttctcttgtc 
attgttttct 
gggaaac tag 



gcyct tccag 
aagatgaact 
ctttaatcag 
cagac tcgag 
atgt tgtacc 
agacggttga 
cac teggaag 
tgcagtggaa 
gagatcaat t 
atgaagtcag 
acaaaagaag 
attggcggtt 
ccagaga tgt 
cttc tgtt eg 
caacaccacc 
gtcccaagtg 
ac tgccttcc 
atgacagggt 
aaaaagacta 
tggctcttca 
gtaccaaaat 
tctcggtgtc 
gacctgggat 
geaagttgee 
tattatctta 
agee ttaaat 
tatggaaggg 
cgacaaatga 
cagtatcagc 
ccagcccagc 
tacatctcct 
geatattget 
c tggtcatga 
gatcatgatc 
tgggagtgct 
caaataaaat 
agatgtc tac 
attaaaatat 



5 0 

120 

180 

240 

'J 0 0 

360 

420 

480 

5^0 

600 

n 60 

7^0 

7 3 0 

340 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2281 



<210> 59 
<211> 632 
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PF-0565 USN 

<212> DNA 

<213> Homo sapiens 

<220> 

<o 2 3> incyte ID No: 619292 



<400> 59 

cggacgcgtg 

ggagctggaa 

cctgggcgcc 

cgggcgcctg 

tggctacctg 

cgcgaagtcc 

gggggctgcg 

tcctcccgcc 

accctgggga 

atgacgtgaa 

gtacggttca 



gggtccagcc 

cgaggcccct 

cccgggctct 

tcgctggggg 

agagctgtgg 

gacgttggga 

aggacacccc 

ttcgtccctg 

catgcctgtt 

attgtgatgt 

ataaactatt 



gcagctccag 

ccgggctggg 

acatccagac 

accgtatcct 

acctgatccg 

aacagccaag 

cacaggcccg 

ttttgtaact 

gataacatgc 

ttgttacaga 

tttcccgttc 



caccgaggac 

gatgggcctg 

cctgctcccg 

ggaggtgaat 

tcatggcggg 

aagatccatt 

gcacccggtc 

gaccaagttg 

atctcagtgt 

gcttttatgt 

tt 



ttctgctacg 

atcgacggga 

ggcagccccg 

ggcagcagcc 

aagaagatgc 

tccgcacgcc 

ccacctggtg 

ggtcccgggt 

aggttctatt 

ttaaagactt 



tcttcacggt 60 
tgcacacgca 12 0 
cagcggccga 180 
tcctgggcct 240 
ggttcctggt 300 
ccctctctag 360 
acactgggct 420 
ggggagcctc 480 
tatatggcag 540 
caatggagaa 600 
632 



:210> 60 
<211> 2347 
<212> DNA 

</13> Homo .--sapiens 



:220> 

-09i> misc feature 

^23> Incyle ID No: 2054049 



-00> oO 
..:cagttt.*:a 
-atggttgg^ 
gattccaat 
jttgccaaw 
-taytT.itc 
^gag^tcgtg 
- tggctagaa 
•;ccaggg^ag 
'.;acttccctt 
cottgtggag 
agataagaac 
ctggcagatg 
cattttggac 
gagaggaaaa 
gctggaagac 
agccagcatg 
gaaaccacag 
tcagaaaaaa 
gagagccagc 
aagancaggg 
gtcttcggaa 
ct.ctctagga 
-gtaattaca 
atcctggatt 
ggcatctggt 
catcagtttt 
atgacagatc 
aactgattta 
gttgaagata 
aagacatatt 
gaaggggaga 
attaccagaa 
cttgtcttgt 
aatcttacta 
ctgtgctcaa 
gtctaccaaa 
aatcttgctt 



tcatggattc 

gtgagtggaa 

gcccagtctc 
aaggcaaagg 
ctggatatcc 
taccccaaca 
catattaagc 
acgtctgtgg 
gccatgctca 
aaagaatggc 
catgcagatg 
acaagacagt 
cacctataca 
gagaatcttc 
ttcactaatc 
cgccacctag 
gaacctattc 
gtagaggaac 
tctcctgcac 
gcatcattgc 
tttagaaccc 
tgagtttaga 
tgattatgat 
cacagtggga 
aatattaaaa 
caaaccaaca 
aaaatcattt 
ccttgatcac 
ctacggtgtg 
agcaagttga 
aagtagccat 
acatcatgaa 
gtgtctgaac 
ggattgacat 
attttacatt 
gaacacactg 
cactgttcac 



atcctgaaag 
agcgaagcaa 
acaaaacctt 
gtggaggtta 
acaatattca 
ttgaggaaac 
ttattcttgc 
tagtgcattg 
tgttggatgg 
taagttttgg 
cagacagatc 
ttcctaccgc 
gctgcttatt 
ctaaaaggac 
ctctctatgg 
agctctgggt 
acaacagata 
tacagagaga 
agtgtgtcac 
tatacactct 
atctatgaga 
actgtagcag 
actaatcttt 
acaagtttct 
ccattttaga 
ctgaaattct 
gatatccctt 
ttttcaactt 
gtagtagttg 
tccaaaatgg 
acaggagttc 
agatatttta 
acacagaagc 
tttttctgaa 
tttttccttt 
catgtaaaag 
ctgctacaag 



tcaagccaca 
agaagatgaa 
tatatttgat 
-gaaagtgaa 
tgttatgaga 
ccactggttg 
aggggctctt 
cagtgatggt 
atactatcga 
acatcgattt 
gcctgttttt 
atttgaattc 
cggaacattc 
tgtgtcactg 
gagctattcc 
gggatattac 
caaagaactt 
gatttctaac 
tcctgtccaa 
tgattacact 
gaaagttcag 
tgcaggtggc 
taagtatcca 
attaaaaggc 
aatacactct 
gtggcatcac 
tctccattct 
ccatattctt 
aaaattattg 
gaggccttat 
aaagaattcc 
aaaactaatt 
taattagcaa 
ttctgtataa 
gcaaattctg 
atgtattaca 
taagagtttg 



iccactcggt 
aaataccttc 
gcccggccaa 
gatgcctatc 
gaatcattac 
tctaacttgg 
aggattgctg 
tgggatcgca 
accatccgag 
caactaagag 
cttcaattta 
aatgagtatt 
ctctgtaata 
tggtcttaca 
aatcatgtcc 
ataaggtgga 
cttgctaaac 
cgatcaacct 
actgttgtat 
ggcagctcta 
tcactttatt 
ttaagtgaag 
aagaatatta 
aaatgctgtt 
gtgctcactg 
atatattggg 
aggtttttct 
catatagtaa 
ccgtcattat 
agatgtgctt 
atgcccttca 
atttactaca 
gtttttaaga 
atagcttata 
taatttcact 
atctcaaagc 
gtgctggtag 



gtagccagcc 
aagctatcat 
gtgttaatgc 
aaaatgctga 
gaaaacttaa 
aatctactca 
acaaggtaga 
cagctcagct 
gatttgaagt 
ttggccatgg 
ttgactgtgt 
ttctcattac 
gtgaacaaca 
taaacagcca 
tttatccagt 
atccacggat 
gagcagagct 
catcctcaga 
aaaggactgt 
tgagtagaaa 
tattttaaat 
taactccata 
aaatacttca 
acaaattttt 
tgcagaggaa 
ccttgatgtc 
ttttttcagt 
aaggcaaagt 
ttacatactt 
gggggaaaat 
gattagccca 
gtgtatttca 
agtatttaaa 
gtgagaagta 
caacgattaa 
cagtaaaaga 
aaacatttga 



SO 
12 0 
180 
240 
30C 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
96Q 
1020 
1080 
1140 
120C 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
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ctctgatgtc tattttattc tacataagag ccatatgtaa tgtactgtaa caaaggagct 
tcttgtcccc ttggtctttt aattaaaaga aattccaact gacttttaaa ctttaaaaaa 
aaaaaaa 



1280 
2340 
2347 



<210> 61 

<211> 1737 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2843910 



<400> 61 

ccggggctga gcgctcggct gcagcggcgc 
ccgcccgtcc cgccgccggc tgccatggca 
ggcaa-:gact tccagtggtg cttctcgcag 
gaagcggaca tcatttccac cgttgagttt 
gacaagggcg gcagagttgt tatttttcag 
tctaggggag aatataatgt ttacagcacc 
ttgaaaagtc tagaaattga ggaaaaaatt 
gctgctcatt ttctactgtc tacaaatgat 
cgggataaaa gagcagaagg ttataacctg 
tttaggatca cggcgctacg ggtcccaata 
agtccacggc gaatttttgc aaatgctcac 
agtgatcatg aaacatatct ttctgcagat 
itcacagata gaagctttaa catcgtggac 
laagtcatca ctgcagccga gttccacccg 
.igcaaaqgga ccatccgcct gtgtgacatg 
tagctttttg aagagcctga agatcccagc 
'.-.ccatatccg atgtaaaatt cagtcatagt 
^cggtgaagg f.gtgggacct caacatggag 
lagcacctgc gcagcaagct ctgctctctc 
^agtgttgct ggaacggctc ggatagcgcc 
-ggacgtttg atagagacac gcggagggat 
■aaaccgcgcg ccagcctcaa accccggaag 
;iagatcagtg iggacagtct ggacttcaac 
crtggacaatg tcattgccgt ggctgccacc 
c-actagagac gcgaacgtga ggaccaagtc 
ctgtcagaga aaaggcatca ttgtccgctc 
ccttcacaga cacaggagaa agccgcctcc 
gaggcgcgag ucaggcgctg ctgctcacgt 
actgcLccca aaaggtcatt actcagaata 



ggaggccgtc tccctggtct gccgcggtcc 60 
ggagccggag ggttcggctg ccccgcgggc 120 
gtcaaggggg ccatcgacga ggacgtggcc 180 
aattactctg gagatcttct Lgcaacagga 240 
cgtgaacaag agaataaaag ccgccctcat 300 
tttcaaagtc atgaaccgga gtttgact:at 3 60 
aataaaatta ggtggttacc acaacagaat 420 
aaaactataa aattatggaa aataagtgaa 480 
aaagacgaag atggaagact tcgagaccca 540 
ttgaagccca tggatcttat ggtagaagcg 600 
acatatcaca taaattccat "tcagtaaat 660 
gacctgagaa ttaatttatg gcacttagaa 720 
atcaagcctg ctaacatgga -jgagctgacc 780 
caccagtgca acgtgttcgt c:acagcagt 340 
cgctcctcgg ccctgtgcga cagacactcc 900 
agtaggtcct tctt.ctcaga aataatccca 960 
gggcggtara tgacgaccag agactacctg 1020 
agcaggccgg tggagaccca -caggtccac 1080 
r.atgagaacg actgcatctt .gacaagttt 1140 
atcatgaccg ggtcctataa caacttcttc :200 
gtgaccctgg aggcctcgag ^gagagcagc 12 60 
gtgtgtacgg ggggtaagcg jaggaaagac 1320 
aagaagatcc cgcaca.cagc xygcacccc 1380 
aataacttgt acatattcca ggacaaaatc 1440 
ttgtcttgca tagttaagcc ggacatt.t^t 1500 
cattaagaac agtgacgcac. j-;gctactcc 1560 
gctggaggcc cggtgtggct ccgcctcggc 1620 
ggagacgctc ccgaagcaga gttgacggac 1680 
aatgtattta tttcaaaaaa aaaaaaa 1737 
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